Enhancing the differentiation of specific genotypes in

Mycobacterium tuberculosis population

Shima Hadifar #, Mansour Kargarpour Kamakoli #, Abolfazl Fateh, Seyed Davar Siadat,
Farzam Vaziri *

*These authors contributed equally to this work.



9% of isolates

MIRUO2

3 a
repeat numbers

WNEW-1 Enon-NEW-1

9% of isolates

Mtub04

1.

AT
repeat numbers

12 3

ENEW-1 Hnon-NEW-1

20+3)

% of isolates

g

§

%

]

4
repeat numbers

ENEW-1 Hnon-NEW-1

% of isolates

MIRUO4

| .

repeat numbers

100%

80%

g

¢

§

2

ENEW-1 ®non-NEW-1

% of isolates

MIRU40

T R

4 s 6
repeat numbers

WNEW-1 B non-NEW-1

§

% of isolates
g
2

§

E

3
2

]

MIRU10

repeat numbers

WNEW-1 W non-NEW-1

% of isolates

2
g

]

&

]

MIRU16

2 3 ‘
repeat numbers

ENEW-1  on-NEW-1

Mtub21

3 4 s

repeat numbers

% of isolates

S

6 245

ENEW-1 non-NEW-1

% of isolates

MIRU20

M -

3 2+3) 2f+5)
repeat numbers

MNEW-L Enon-NEW-1

% of isolates

QUB11b

A .

4 s 67 62 604 1)
repeat numbers

WNEW-1 W non-NEW-1

ETRA

repeat numbers

-
344

ENEW-L Hnon-NEW-1

Mtub29

3 4 s

repeat numbers

% of isolates

NEW-1  non-NEW-1

% of isolates

Mtub30

4
repeat numbers

HNEW-L Hnon-NEW-1

% of isolates
g
2

g

2
g

]

ETRB

|

2 3
repeat numbers

K

|

ENEW-L M non-NEW-1

MIRU23

.

2 s
repeat numbers

ENEW-L B non-NEW-1

MIRU24

% of isolates

1
repeat numbers

ENEW-1 non-NEW-1

MIRU26

2 3 4 s & 7 8 9 10

repeat numbers

WNEW-L B non-NEW-1

% of isolates

MIRU27

. m J -
1 2 3

repeat numbers

WNEW-1 Wnon-NEW-1

Mtub34

2
repeat numbers

ENEW-L non-NEW-1

MIRU31

% of isolates

.

4
repeat numbers

ENEW-L B non-NEW-1

%of isolates

Mtub39

3 4
repeat numbers

HNEW-L Enon-NEW-1

% of isolates

Que26

20%

R '
L h s s e 7 s s

repeat numbers

0 12 sk

ENEW-L Hnon-NEW-1

% of isolates

QUB4156

2 3
repeat numbers

ENEW-L B non-NEW-1

MIRU39

% of isolates

3
repeat numbers

ENEW-1 Hnon-NEW-1

Supplementary Figure S1. Allelic profile of the MIRU-VNTR loci between NEW-1 (black) and non-NEW-1




MIRUO2 Mtub04 ETRC MIRUO4
100% 100% 100% 100%
aon so% aox so%
g g g g
3 0% 2 0% 2 o 2 eox
2 2 2 2
2 aon S aox 2 wox 3 aox
® ®
20% 20% % 20% # 20%
o o o o
4 ] 4 4 1 ) 3 4 5 6 7 1+2)  2(+3) 2 3 4 5 2(+4) 2 3
repeat numbers repeat numbers repeat numbers repeat numbers
mcasoel mnon-cas mcas-Delhi mnon-cas mcasDeh mron-cas CASDelhi mnon-cas
MIRU40 MIRU10 MIRU16 Mtub21
100% 100% 100% 100%
aon sox
5 eo% 5 %
8 <
5 40% S 40%
H 2
20% 20% ] l I I 0% J
= - N - L PO
) T2 3 a4 s s 7 8 5 36 2 5 s s . 2 s . s 6 aeaes
repeat numbers repeat numbers repeat numbers repeat numbers
mcasoeli mnoncas mcasoelhi mnoncas casoehi mnoncas P p—
MIRU20 QuB1ib ETRA Mtub29
100% 100% 100% 100%
aon so% aox sox
y ] 9 g
§ oon £ o £ om E o
3 3 3 3
5 aon S aow 5 aon 5 aox
® ® ® ®
20% 20% I 20% 20%
o% o L 1 1 o o
1 2 3 2(+3) 2(+5) 1 2 3 4 5 6 7 1+2) 6(+2) 6(+14) 3 4 5 3(+4) 1 3 4 5
repeat numbers repeat numbers repeat numbers repeat numbers
mcasoeli mnon-cas casoelhi mnoncas mCasDehi mnoncas mcasDehi mnoncas
Mtub30 ETRB MIRU23 MIRU24
1004 100% 100% 100%
aow so% aox so%
g ox F . o 2
g 2 2
‘5 40% S 40% 40% S 40%
® ® ®
20% 208 20% 20%
0% 0% —r 0% 0%
2 s J s f 1 2 s 1) 2 s f 1
repeat numbers repeat numbers repeat numbers repeat numbers
mcasoeli mnon-cas mcasoelhi mnoncas B CasDehi mnoncas nCasDehi mnoncas
MIRU26 MIRU27 Mtub34 MIRU31
1004 100% 100% 100%
aow so% aox so%
g ] ]
& 60% 3 60% 60% = 60%
g 3 3
‘5 40% 5 40% 40% 5 40%
® ® ®
0% 20% 20% 20%
o o o o
> 3 4 s 6 7 8 s 1w 7 2 s 2 2 3 . s .
repeat numbers. repeat numbers repeat numbers repeat numbers
mcaselh mnon-cas casoeli mnoncas CasDehi mnoncas nCas e mnoncas
Mtub39 Que26 QuB4156 MIRU39
1004 100% 1o0% 100%
aow so% aox son
8 ox F o 2 o
g 2 2
‘5 40% S 40% 40% S 40%
® ®» ®
20% 20% 20% 0%
o o o ox
2 3 4 5 1 3 4 5 6 7 8 10 12 5(+8) 1 2 3 4 5 1 2 3 4 2(+4)

repeat numbers

WCASDelhi B non-CAS

repeat numbers

mCASDelhi Bnon-CAS

repeat numbers

mCASDelhi B non-CAS

repeat numbers

BCASDelhi B non-CAS




Beijing and non-Beijing
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Supplementary Figures S3.The APDs of 24 VNTR loci between Beijing and non-Beijing strains.
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