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Title: HIF1LA and PPARG regulation of

Last modified: 10/16/2013
Organism: Homo sapiens T
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Supplemental Figure 5B. Pathway analysis of HIF1IA and PPARG regulation of
glycolysis-related genes in CK-stimulated uNK versus CK-stimulated pNK.
Visualisation of genes with enhanced (red) or suppressed (blue) expression in cytokine-
stimulated uNK versus cytokine-stimulated pNK. Individual genes are shown in boxes and
box colour split into two parts, (1) the log2 fold-change in the left part of the box (blue down-
regulated, white not changed, red up-regulated) and (2) the p-value for statistical
significance is shown in the right part of the box (green when significant). Pathway elements

including genes not assessed in the selected dataset are shown in grey.
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Supplemental Figure 5C. Pathway analysis of TGFB signalling pathway in CK-

stimulated uNK versus CK-stimulated pNK.
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Supplemental Figure 5D. Pathway analysis of the Cori cycle in CK-stimulated uNK

versus CK-stimulated pNK.



"MNd pajejnwils-)9 SNSISA YNN paje|nwis-yd ul }Jomjau Jaosued sujseb ayj jo sishjeue Aemyled 36 ainbi4 jejuawajddng

L0LdNH

T61d3D

-

=

sumdes owopy  rwswedag

; CI0T/LI/0T SPaIpow 15E]
[ FOMIZN J20UT) ST ML




"MNd pajejnwiis-yH SNSIaA Y NN paje|nwiys-y{d ul 1aoued ul auab ewojse|qounyay ayj Jo siskjeue Aemyjed ‘4G ainbi4 [eyuswajddng

=l )
= .

B usaup-3z3 Bupowoaid sexejdwoD 473

xadwod 1z3-gy

L1WNG

_ — 3 Ldad

| uea | cawod | zad ‘ol o
[ = T v
[ AT BSEU U ati e pUedap-HIEIAT I UONR nha. k[ eanoo | £4ed | zdea |

[ v v

ded Ldgd Ldgd
VHEEANS
£5dL £ded | esea |
[ e | [T Ve
z4ea
vad | L

ﬂ/\h\\ susdes om0 SRR

IBOURD) U1 PUSE) BWOSTIGOUNAY AL



Title: Extracellular vesicle-mediated sig 1
Organism: Homo sapiens WNT
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Supplemental Figure 5G. Pathway analysis of extracellular vesicle-mediated signaling
in recipient cells in CK-stimulated uNK versus CK-stimulated pNK.



Title: Regulation of sister chromatid sep 1
Organism: Homo sapiens
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Supplemental Figure 5H. Pathway analysis of Regulation of sister chromatid
separation at metaphase-anaphase transition in CK-stimulated uNK versus CK-
stimulated pNK.
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Title: Histone Modifications
Organism: Homo sapiens

COMPASS Complex 1

MLL KMT2B
MLL2 SETD1A

MLL3 -D1B

H3
« (Kamed>
!! H3
Histone H3 Genes ‘w
H3
H3F34 FzrmeD
H3F 38 =
HmeD
o>
L
Histone HW4 Lysine Methytransferases H
i 3
ASHIL MLL seT | sETDs | smyoh @
DOTIL | MLL2 BP1 D7 D} e
EHMT1 | MLL3 | SETD14A | SETDS | SMYD$ &79med
EHMT2 | KMT2B p1e | setps | sMyph =
H1 Ls B2 | sETDB1| SMYDs f2Tmed)
- 2
Hz NSD1 | SETD3 | SETDB2 |SUV39H1 PROZAEBPZ Complex
PRDMZ | SETD4 |SETMAR

SETDS
-
e
LD
H3
(K23ac>
H3
Ck3sac)
H3
(Kgac)
H3
(510pR>
H3
CR&cD
___Suvd-20h hemologs &
Histone H4 Genes ("1;

!

Supplemental Figure 5P. Pathway analysis of Histone Modifications in CK-stimulated
uNK versus CK-stimulated pNK.
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Supplemental Figure 5Q. Pathway analysis of Apoptosis-related network due to
altered Notch3 in ovarian cancer in CK-stimulated uNK versus CK-stimulated pNK.
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Supplemental Figure 5R. Pathway analysis of Regulation of Wnt/B-catenin Signaling
by Small Molecule Compounds in CK-stimulated uNK versus CK-stimulated pNK.
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