
S1-3. Rattus norvegicus
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S1-4. Drosophila melanogaster
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S1-5. Caenorhabditis elegans

Figure S1 

S1-6. Saccharomyces cerevisiae
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Figure S1. Statistical summary of available annotations for genes in H. sapiens (S1-1), M. musculus (S1-2), 
R. norvegicus (S1-3), D. melanogaster (S1-4), C. elegans (S1-5), and S. cerevisiae (S1-6). 
The number of annotations per gene in GO (A), GeneRIF (B), and number of publications in PubMed (C). The percentage 
of all annotations/publications covering the top 20% most annotated genes in respective species (D, E, F). The top 10 genes 
with the most annotations/publications in GO (G), GeneRIF (H), and PubMed (I) are rank ordered. 


