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S7 Fig. Protein sequence alignment of the full-length DENV1-4 NS5 proteins used in

this

study.

The

alignment
(http://multalin. Toulouse.inra.fr/multalin/multalin.html).

was

performed

The

using

the
high-,

low-,

MultAlin

and

program
neutral-

consensus amino acid residues are depicted in red, blue, and black colors according to the
MultAlin program, respectively. The DENV2 RdRp protein (a.a. 251-896) used for the
crystallographic analyses and the fragment screening contains G321V and K891R
substitutions (the same sequence as in PDB ID: 5K5M [11]).



