A C

100 -

Wild mice
trapping location

A B C

Adenovirus (MAV) Type 1 (FL) & 2 (K87)
Ectromelia (mousepox)
Hantaan (HANT)
Lactate dehydrogenase elevating virus (LDH/LDEV/LDV)
Lymphocytic choriomeningitis virus (LCMV)
Minute virus of mice (MVM/MMV)
Mouse coronovirus (MHV)
Mouse cytomegalovirus (MCMV,
Mouse Parvoviruses (MPV/MVM)
Mouse parvovirus (MPV)
PV 1
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MPV 2

MPV 3

MPV 4

Mouse pneumonitis virus (K)
Mouse rotavirus (MRV/EDIM/ROTA-A)
Murine norovirus (MNV

Mouse theilovirus (TMEV/GDVII)
Mouse thymic virus (MTV/MTLV)
Pneumonia virus of mice (PVM)
Polyoma virus (POLY)

Prospect Hill virus (PHV)
Reovirus (REO)

Senda virus (SEND)

Beta hemolytic Streptococcus Group A
Beta hemolytic Streptococcus Group B
Beta hemolytic Streptococcus Group C
Beta hemolytic Streptococcus Group D
Bordetalla bronchiseptica
Campylobacter

Cilia associated repiratory bacillus (CARB)
Citrobacter rodentium

Bordetella hinzii

Clostridium piliforme

Corynebacterium bovis
Corynebacterium kutscheri
Encephalitozoon cuniculi (ECUN)
Helicobacter Genus

Helicobacter bilis

Helicobacter ganmani

Helicobacter hepaticus

Helicobacter mastomyrinus
Helicobacter rodentium

Helicobacter typhlonius

Klebsiella oxytoca

Klebsiella pneumoniae

Mycoplasma pulmonis (MYCO/MPUL)
Pasteurella pneumotropica (Heyl)
Pasteurella pneumotropica (Jawetz)
Pseudomonas aerugiosa

Salmonella Genus

Staphylococcus aureus

Proteus mirabilis

Streptobacillus moniliformis
Streptococcus penumoniae

Pneumocystis . 1
Cryptosporidium
Demodex 0.8
Entamoeba .
Giardia
Spironucleus muris
Tritrichomonas genus I
Mite
Myobia musculi
Myocoptes musculinus 404
Radfordia affinis
Radfordia ensifera
Pinworm L40.2
Aspiculuris tetraptera
Syphacia muris i
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