
Supplementary informtion, Fig. S2 The representative genome browser snapshot exhibits epigen-
etic modification and gene expression changes during mouse gastrulation.
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Fig. S2 The representative genome browser snapshot exhibits epigenetic 

modification and gene expression changes during mouse gastrulation. a-d 

Representative genome browser snapshots of representative epigenomic and 

transcriptomic profile at the loci of T (a), Bmp4 (b), Wnt3a (c), and Lhx5 (d). 

Epigenomic enrichments at distinct distances from Lhx5 TSS are indicated with various 

shades of red.  

 

 

 

 

 

 

 

 

 

 


