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Figure S1. Comparisons of gPCR of surgically removed tissue to RNA-seq analysis
of laser microdissected tissue shows no significant difference in gene expression
between the two methods. Black astrices indicate ANOVA significance tests done
with qPCR data, red astrices indicate genes found to be significantly differentially
expressed based on CuffDiff as determined in Louie et al. (2017) (*P < 0.05, ** P <
0.01, as compared to control).





