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Figure S1. Competitive binding of CrylEa for 125I-CrylAc or 125I-CrylFa binding sites
in A. gemmatalis (A) and C. includens (B). CrylAc and CrylFa labeling and biding
experiments were performed as described previously?®, using about 3 nM of #I-Cry1Ac
or 1%]-Cry1Fa, and incubating with the corresponding insect BBMV at room temperature,
for 90 min and 50 min respectively.The results represent the mean of duplicated
experiments performed with two different batches of labeled proteins.



