100196
100493
202326
203102
203853
300042
300051
300252
400643
401724
401815
500602
500662
503654
504451
700097
700241
700312
700438
700545
703163
703786
703947
12005000272_1
1200500131_6
2016005038
EY
Jurua10_10
Jurua18_11
ThroopD
H10407

Sequence logo

EsH IS BEARGHNANS
ARGENANS

NNV Onnnonnonon

EEARGEMANS
ESEKNS EEAKGENANMS E
MNKVFSLKYS FLAKGF TAVS

RRMSMK
ELARRVSVK KLKSASSI\I

SPETHANNMSHE
SPHTHANNMSH

SPITIAIISI
SN

SPETHANM
SI°I11IA

SPETHA

SPITIAIISI
SPHTHANNMSY
SPlTlA

SPETHA

SPHTHANNSH
i sPETHANMSH
SPITTAIVSY

60

|
APPSHAATNIN
APPSHAATNIN
APPSHAATNIN
TPPSEAATNN
APPSHAATNIN
APPSHAATNIN
APPSHAATNIN
APPSEAATNIN
M APPSEHAATHEIN
APPSHAATNIN
M APPSEAATNN
TPPSEAATNN
M APPSEHAATHEIN
TPPSEAATNN
APPSHEAATNIN
APPSEAATNIN
APPSHAATNIN
APPSHAATNIN
APPSHAATNIN
APPSEAATNIN
M APPSEHAATHEIN
APPSHAATNIN
M APPSEAATHN
APPSEAATNIN
M APPSEHAATHEIN
APPSHAATNIN
APPSHAATNIN
TPPSEAATNN
TPPSEAATNIN
APPSHAATNIN
APPSHEAATNIN

APPSLAATVN

APMPBESSAT

K APMPBESSAT

LI |
ADISYQTFRD FAENKGAFIV GASNINTYDK N VLV VLDK APMPDFSSAT

> passenger domain

120

|
MNTGTHEPPGE 120
MNTGTHEPPGB 120
MNTGTEPPGB 120
MNTGTEPPGB 120
MNTGTHEPPGB 120
MNTGTHEPPGB 120
MNTGTEPPGB 120
MNTGTEPPGB 120
MNTGTHEPPGB 120
MNTGTHEPPGB 120
MNTGTEPPGB 120
MNTGTEPPGB 120
MNTGTHEPPGB 120
MNTGTHEPPGB 120
MNTGTEPPGB 120
MNTGTEPPGB 120
MNTGTHEPPGB 120
MNTGTHEPPGB 120
MNTGTEPPGB 120
MNTGTEPPGB 120
MNTGTHEPPGB 120
MNTGTHEPPGB 120
MNTGTEPPGB 120
MNTGTEPPGB 120
MNTGTHEPPGB 120
MNTGTHEPPGB 120
MNTGTEPPGB 120
MNTGTEPPGB 120
MNTGTHEPPGB 120
MNTGTHEPPGB 120
MNTGTEPPGB 120

MNTGTLPPGD



100196

100493 H

202326
203102
203853
300042
300051
300252
400643
401724
401815
500602
500662
503654
504451
700097
700241
700312
700438
700545
703163
703786
703947
12005000272_1
1200500131_6
2016005038
a7
Jurua10_10
Jurual18_11

ThroopD H

H10407

Sequence logo

HTLYSPQYVV

TAKHVNGSD |

MSEGHEAONNN
MS.G..QNN.

MS.G..QNN.
MSEGHECNNE
MSFGH IQNNY

B e e e e e e e e e e e e e e e e e e e e s e e e e |

¥
v

N
1
¥
)
)
1
¥
)
)
1
¥
)
)
1
¥
)
)
1
¥
)
)
1
¥
)
)
¥
¥
¥
v
¥
¥
V

e | | [ [ [ T T T T T T T T T T T T T T T T T T T T [ [ 1]

= | I e e e

SSMGANMNGAN
SSMGANMNGAN
SSMGANMNGAN
SSMGANNGAN
SSMGANMNGAN
SSMGANMNGAN
SSMGANMNGAN
SSMGANNGAN
SSMGANMNGAN
SSMGANMNGAN
SSMGANMNGAN
SSMGANNGAN
SSMGANMNGAN
SSMGANMNGAN
SSMGANMNGAN
SSMGANNGAN
SSMGANMNGAN
SSMGANMNGAN
SSMGANMNGAN
SSMGANNGAN
SSMGANMNGAN
SSMGANMNGAN
SSMGANMNGAN
SSMGANNGAN
SSMGANMNGAN
SSMGANMNGAN
SSMGANMNGAN
SSMGANNGAN
SSMGANMNGAN
SSMGANMNGAN
SSMGANMNGAN

SSVGAVNGAY QE

B
RE+AFY RL

220

|
KNGNETPNMNE TNGGEETGGT

KNGNETPMY TNGGEETGGT

i
LQY K DKNGNLTPVY TN

FLTGGT

240

|
HSABESSENNG
HSABESSENNG
HSAESSENNG
HSAESSENNG
HSABESSENNG
HSABESSENNG
HSAESSENNG
HSAESSENNG
BSABENSENNG
HSABESSENNG
HSAESSENNG
HSAESSENNG
BSABENSENNG
HSABESSENNG
HSAESSENNG
HSAESSENNG
HSABESSENNG
HSABESSENNG
HSAESSENNG
HSAESSENNG
HSABESSENNG
HSABESSENNG
HSAESSENNG
HSAESSENNG
HSABESSENNG
HSABESSENNG
HSAESSENNG
HSAESSENNG
HSABESSENNG
HSABESSENNG
HSAESSENNG

I SALSSYNN

240
240
240
240
240
240
240
240
240
240
240
240
240
240
240
240
240
240
240
240
240
240
240
240
240
240
240
240
240
240
240



100196
100493
202326
203102
203853
300042
300051
300252
400643
401724
401815
500602
500662
503654
504451
700097
700241
700312
700438
700545
703163
703786
703947

12005000272_1
1200500131_6
2016005038

a7

Jurua10_10
Jurua18_11

ThroopD
H10407

Sequence logo

260

|
CVETAPTGEE ENPANGPEAN NMENKGBSGSP

CVETAPTGEN ENPANGPEAN

QVEITAPTGBE ENPANGPEAN
QVEITAPTGBE ENPANGPEAN
CVETAPTGBE ENPANGPEAN
CVETAPTGEN ENPANGPEAN
QVEITAPTGBE ENPANGPEAN
QVEITAPTGBE ENPANGPEAN
CVETAPTGBE ENPANGPEAN
CVETAPTGEN ENPANGPEAN
QVEITAPTGBE ENPANGPEAN
QVEITAPTGBE ENPANGPEAN
CVETAPTGBE ENPANGPEAN
CVETAPTGEN ENPANGPEAN
QVEITAPTGBE ENPANGPEAN
QVEiTAPTGBE ENPANGPEAN
CVETAPTGBE ENPANGPEAN
CVETAPTGEN ENPANGPEAN
QVEITAPTGBE ENPANGPEAN
QVEiTAPTGBE ENPANGPEAN
CVETAPTGBE ENPANGPEAN
CVETAPTGEN ENPANGPEAN
QVEITAPTGBE ENPANGPEAN
QVEiTAPTGBE ENPANGPEAN
CVETAPTGBE ENPANGPEAN
CVETAPTGEN ENPANGPEAN
QVEITAPTGBE ENPANGPEAN
QVEiTAPTGBE ENPANGPEAN

CVETAPTGBE ENPANGPEAN
CVETAPTGEN ENPANGPEAN INIGISGSP
QVEITAPTGEN ENPANGPEAN NMENKGBSGSP

QWITAPTGDI FNPANGPLAN

YLNKGDSGSP

5267

v

>>>r>>>>>>>P>>>>>>>>>>>>>>>>>> >

Bl W s a
RRRRRKKRRKKRRKRR KRR

L

AYDS LeKK

300

|
SEMGNNWNENT
SEMGNNWYN T
SEMGNNWUNMT
SEMGNNWUNMT
SEMGNNWYNT
SEHGNNWYN T
SEHGNNWYNMT
SEHGNNWUNMT
SEHGNNWYNT
SEHGNNWYN T
SEMGNNWYNMT
SEMGNNWUNMT
SEHGNNWYNT
SEMGNNWYN T
SEMGNNWUNMT
SEHGNNWYNMT
SEMGNNWYNT
SEHGNNWYN T
SEHGNNWYNMT
SEHGNNWUNMT
SEHGNNWYNT
SEHGNNWYN T
SEMGNNWYNMT
SEMGNNWUNMT
SEMGNNWYNT
SEMGNNWYN T
SEMGNNWUNMT
SEMGNNWUNMT
SEMGNNWYNT
SEHGNNWYN T
SEHGNNWYNMT
SEQGNNWVVT

320

]
TOBEEX X XXX XXXXXXXXXX
TABEENQAOXX XXXXXXXXXX
TOBEENQGXX XXXXXXXXXX
XXX XXXXXXX
H RTHX XX
KTHSHB
KTHSNMB
KTHSNMB
KTHSNMB
KTHSHR

XX XX XXX XXX
TQ KTHSHB
TQ BEBKTHSNE
TCB XXXXXXXXXX
TQ! HBEB X X X X X X
TQ KTHSHB
TQ KTHSND
TOB KTHSHB
TQ KTHSNB
TQ KTHSND
TQ KTHSND
TOB KTHSHR
TQ! XX XX XXX XXX
TQ KTHSHB
TQ BEBKTHSNE
TQB XXXXXXXXXX
TOBEENGXXX XXXXXXXXXX

TOBEENCAX X XXXXXXXXXX

TCBEEHQCPK
TOBEEHQQOPK
TODFLNQQPK HDFDKTISYD

XXXXXXXXXX
XXXXXXXXXX
XXXXXXXXXX
XXXXXXXXXX
XXXXXXXXXX

XXXXXXXXXX

XXXXXXXXXX

XXXXXXXXXX
XXXXXXXXXX
SEKGSEQWRN
XXXXXXXXXX
XXXXXXXXXX
XXXXXXXXXX

SIKKGSBOWR x

(%
m

GSHOWRN
SEKGSEQWRN

SEKGSLQWRY

340

|
XXXXXXXXXX
XXXXXXXXXX
XXXXXXXXXX
XXXXXXXXXX
XXXXXXXXXX
NENSGMGTHES
NENSGMGTHES
NKNSGMGTES
XXXSGMGTHS
NENSGMGTHES
XXXXXMGTHES
NENSGMGTES

BENAGNMGTHES

XXXXXMGTHES
XXX XXXXXXX
NENSGMGTES
XXX XXXXXXX
lNAGlGXXX
KNSGMGTHES
KNAGEGX XX
NENSGMGTHES
NENSGMGTHES
XXXXXXXXXX
XXX XXXXXXX
NENSGMGTHES
XXXXXXXXXX
XXXXGMGTHES
XXXXXXXXXX
XXXXXXXXHR
NENSGMGTHES
NENSGMGTHES

NKNsGVGTLS

XXXXXXBMHG
XXX XMWBVMHG
XXX X MWBMHG
XXX XMWBVHG
XX XMEWBVHG
CESMUWBMHG
OFSMMWBMHG
QESMMWBMHG
QEGMMWBMHG
QESMUWBMHG
QEGMMWBMHG
QESMMWBMHG
QEGMMWBMHG
CERMMWBMHG
XXX X MWBMHG
QESMMWBMHG
XEGMMWBMHG
XXXXXXXXXX
OESMuWBVHG

XXX XXXXXXX

CESMVUWBVHG KK

QESMUWBMHG
XXX MMWBMHG
XXXXXXBMHG
CESMUWBVHG
XXX MMWBMHG
CEGMUWBMHG
XXXXXWBMHG
CEGHMUWBMHG

QESMMWBMHG K
KKGGBENAGK 360
KKGeDLNAGK

CESMUWBVHG
aE=VVWDNH

G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G




400 420 440 460 480

|
MNMEVONNGHM

|
GTETMNGEGNM
GTlTlNGlGl

|
TUTSETEQTW
THT s|T|QT|

100196 NEQETGNNGE

| |
NORPBE NGHECAESSH NESSGRATNME 480
100493 NEQETGNNGE R ]

KoAESSH

O

K

RPD KoARSsH ]
ENCRPBE NGHEQAESSH NHSSGRATME 480
V\LNQRPDD NGHKQAFSST NISSGRATVI

ThroopD NlQlTGNNGl
H10407 NECETGNNGE

Sequence logo N LQF TGNNGE vILHDS\DQ A YLQFFRNY

T|T5|T|QTI TGGGHET IG |N|||Q|NG|
¥ TMTSETBQTW
TVTSLTDQTW T

GTlTlNGlGl
[ | NBBEN GTHETMNGKGH
IITEK VNVLWQVNGY NRDNLHKV TLTVNGKGY NNGGLKVGD

MNMEWONMNGH

0

o
202326 m QAESSH
203102 0 KoAESSH
203853 T CAESSH
300042 T|T5|T|QTI o KoAESSH
300051 G m QAESSH
300252 G 0 KoAESSH
400643 G i QAESSH
401724 aG o KoAESSH
401815 G m QAESSH
500602 G 0 KoAESSH
500662 G i QAESSH
503654 QG o KoAESSH
504451 G m QAESSH
700097 G 0 KoAESSH
700241 G T CAESSH
700312 aG o KoAESSH
700438 G m QAESSH
700545 G T KCAESSH
703163 G i QAESSH
703786 aG o KoAESSH
703947 G m QAESSH
12005000272_1 G 0 KoAESSH
1200500131_6 G i QAESSH
2016005038 QG o KoAESSH
a7 G m QAESSH
Jurua10_10 G o KCAESSH
Jurual8_11 G T CAESSH

G 0

H

i




100196
100493
202326
203102
203853
300042
300051
300252
400643
401724
401815
500602
500662
503654
504451
700097
700241
700312
700438
700545
703163
703786
703947
12005000272_1
1200500131_6
2016005038
a7
Jurua10_10
Jurua18_11
ThroopD
H10407

Sequence logo

500

ESBANQNNPB llSIGllGGT
ESBANCUNPE KHSWGHR

ESBANQNNPE
ESBANQNNPE
ESBANQNNPB
ESBANQNNPB
ESBANQNUNPE
ESBANQNNPE
ESBANQNNPB
ESBANQNNPB
ESBANQNUNPE
ESBANQNNPE
ESBANQNNPB
ESBANQNNPB
ESBANQNUNPE
ESBANQNNPE
ESBANQNNPB
ESBANQNNPB
ESBANQNUNPE
ESBANQNNPE
ESBANQNNPB
ESBANQNNPB
ESBANQNUNPE
ESBANQNNPE
ESBANQNNPB
ESBANQNNPB
ESBANQNENPE
ESBANQNNPE
ESBANQNNPB
ESBANCUNPE KHSWGHR

ESBANQUNPE KNSWGHNRGGT B
LSDANQVNPD KISWGYR

ENGNNUNE

T LDLNGNNV+F

520

TllQAAllGA
I MGA

e e e e e e e e e e e e s e e e e e e e e e e e |

| MGA
TREQAABNGA
TRLQAADYGA

BESNNNENEKS
BESNNNENEKS
HESNNNENKS
B SNNNENKS
BB SNNNENEKS
BESNNNENEKS
HESNNNENKS
B SNNNENKS
BB SNNNENEKS
BESNNNENEKS
HESNNNENKS
B SNNNENKS
BB SNNNENEKS
BESNNNENEKS
HESNNNENKS
BV SNNNENKS
BB SNNNENEKS
BESNNNENEKS
HESNNNENKS
B SNNNENKS
BV SNNNENEKS
BESNNNENEKS
HESNNNENKS
B SNNNENKS
BB SNNNENEKS
BESNNNENEKS
HESNNNENKS
B SNNNENKS
BB SNNNENEKS
BESNNNENEKS
MM SNNNENKS
| TSNNNKNK'S

LKLQTLN

560
|

DLYYVEASN

YFILKSKAY

PFFSDLDNT

NVWQNVGHDR




620 640 660 680
|
HAGMTTSAGQ SBWENRCET™

720
|
BESAANGSTM 720

| |

100196 B SSQPNv EHGOENGEMB lNllPlSGll VETEBGSMNE PEGMMETEESG
100493 SSCPNv EHGOENGEVE NN B [ VUNE PEGNMETEESG HAGMTTSAGQ SBWENRCET™ BESAANGSTN 720
202326 SSQPNV [EHGQENGEVB SPWENRCETM™ BESAANGSTN 720
203102 SSOPNV [EHGQENGEVB SPDWENRCET™ BESATNGSTM 720
203853 SSQPNMm GOENGEMB SBWENRCQETM BESAANGSTM 720
300042 GESSQPNV EHGOENGEMB SBWENRCETM BESAANGSTN 720
300051 GESSQPNMm GQENGEVB SPWENRCETM™ BESAANGSTM 720
300252 SSOPNV [EHGQENGEVB SPDWENRQET™ BESAANGSTN 720
400643 SSQPNMm GOENGEMB SBWENRCQETM BESAANGSTM 720
401724 SSQPNvV EHGOENGEMB SBWENRCETM BESAANGSTN 720
401815 SSQPNM GQENGEVB SPWENRCETM™ BESAANGSTM 720
500602 SSOPNV [EHGQENGEVB SPDWENRQET™ BESAANGSTN 720
500662 SSQPNMm GOENGEMB SBWENRCQETM BESAANGSTM 720
503654 SSQPNvV EHGOENGEMB SBWENRCETM BESATNGSTM 720
504451 SSQPNM GQENGEVB SPWENRCETM™ BESAANGSTM 720
700097 SSOPNV [EHGQENGEVB SPDWENRQET™ BESAANGSTN 720
700241 SSQPNv GOENGEMB SBWENRQETM™ BHSAANGSTM 720
700312 SSQPNvV EHGOENGEMB SBWENRCETM BESAANGSTN 720
700438 SSQPNM GQENGEVB SPWENRCETM™ BESAANGSTM 720
700545 SSoPNv EHGOENGEMVE SBWENRQETM™ BHSAANGSTM 720
703163 GESSQPNM GOENGEMB SBWENRQETM™ BHSAANGSTM 720
703786 GESSQPNVM EHGOENGEMB SBWENRCETM BESAANGSTN 720
703947 SSQPNM GQENGEVB SPWENRCET™ BESAANGSTM 720
12005000272_1 SSOPNV [EHGQENGEVB SPDWENRQET™ BESAANGSTN 720
1200500131_6 SSQPNMm GOENGEMB SBWENRCQETM BESAANGSTM 720
2016005038 SSQPNvV EHGOENGEMB HAGMTTSAGQ SBWENRCETM™ BESAANGSTN 720
a7 SSQPNM GQENGEVB HAGMTTSAGQ SBWENRQETM BESAANGSTM 720
Jurua10_10 SSOPNV [EHGQENGEVB HAGMTTSAGQ SBWENRQETM BESATNGSTM 720
Jurua18_11 SSQPNMm GOENGEMB HAGMTTSAGQ SPWENRCETM™ BESAANGSTM 720
ThroopD B GIS SOPEM EHGCENGEVE NMNEHPESGK [l | WUNE PEG l HAGMTTSAGO SBWENRCETM™ BESAANGSTN 720
H10407 B EsscoPiv EHGOENGNMVE NMNEHPESGKP METEBGSMNE PEGMEMTEKSG T HAGMTTSAGQ SBWENRQETM B HESRNAHMQG BHMISAANGSTM 720
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100196 K GOQABCENMTG VUNEENKAANG TNMTENTAPK GSBENTERAG TQONGHESNET P ATRANETGHC SMABARASKE AT K 1080
100493 GOABCENMTG VUNEENKAANG '] BENTERAG TCONGESNET P ATKAWNETGHC SWABARASKE AT K 1080
202326 ENKAANG TQCNGESNET P ATKMWIETGHMC SMABARASKE A 1080
203102 ENKAANG TQCNGESNET P ATKMWIETGHMC SMADARASKN A 1080
203853 BENKAANG TCQOMGESNET P ATKRAWNETGNC SWMABARASKE A 1080
300042 BENKAANG TCOMGESNET P ATKAWNETGHC SUABARASKE A 1080
300051 ENKAANG TQCNGESNET P ATKMWIETGHMC SMADARASKE A 1080
300252 ENKAANG TQCNGESNET P ATKMWIETGHMC SMABARASKE A 1080
400643 B BENKAANG TCQOMGESNET P ATKRAWNETGNC SWMABARASKE A 1080
401724 GOABCENMTG BENKAANG TCOMGESNET P ATKAWNETGHC SUABARASKE A 1080
401815 GQABQENMTG ENKAANG TQCNGESNET P ATKMWIETGHMC SMADARASKE A 1080
500602 ENKAANG TQCHGESNET P ATEWNMETGHC SWMABARASKN A 1080
500662 BENKAANG TCQOMGESNET P ATRAWNETGNC SMABARASKE A 1080
503654 BENKAANG TCOMGESNET P ATKAWNETGHC SUABARASKE A 1080
504451 ENKAANG TQCNGESNET P ATKMWIETGHMC SMADARASKE A 1080
700097 ENKAANG TQCHGESNET P ATOWNMETGHMC SWMABARASKN A 1080
700241 BENKAANG TCQOMGESNET P ATRAWNETGNC SWMABARASKE A 1080
700312 BENKAANG TCOMGESNET P ATKAWNETGHC SUABARASKE A 1080
700438 ENKAANG TQCNGESNET P ATKMWIETGHMC SMADARASKE A 1080
700545 ENKAANG TQCHGESNET P ATEWNMETGHC SWMABARASKN A 1080
703163 B BENKAANG TCQOMGESNET P ATOWNETGNC SMABARASKE A 1080
703786 GOABCENMTG NEENKAANG TCOMGESNET P ATKANETGHC SUABARASKE A 1080
703947 GQABQENMTG ENKAANG TQCNGESNET P ATKMWIETGHMC SMADARASKE A 1080
12005000272_1 ENKAANG TQCHGESNET P ATEWNMETGHC SWMABARASKN A 1080
1200500131_6 BENKAANG TCQOMGESNET P ATKRAWNETGNC SWMABARASKE A 1080
2016005038 GQAIQINITG NEENKAANG TQCNGESNET P ATRWIETGHMC SUMADARASKE A 1080
a7 GQABQENMTG ENKAANG TQCNGESNET P ATKMWIETGHMC SMADARASKE A 1080
Jurua10_10 ENKAANG TQCHGESNET P ATEWNMETGHC SWMABARASKN A 1080
Jurua18_11 BENKAANG TCQOMGESNET P ATKRAWNETGNC SWMABARASKE A 1080
ThroopD GQAIQINITG BENKAANG ] TCOMGESNET P ATKAWNETGHC SWMABARASKE AT K 1080
H10407 SQABCENMTE KEQGSNNTH EENKAANG TNMTENTAPK GSBENTEKAG TCQNGESNET PE ATOMIETGNMC SMABARASKN AT K 1080

Sequencelogo [(LRVKEL[AS NSVFLVHVNN QADQLNVTG KLQGSNNTIL VNFFNKAAN TNVTLITAPK GSDENTFKAG TQQIGFSNIT PEIRTENTDT ATKWVLTGYQ SVADARASKIT ATDFMDSGYK
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