
−4

−2

0

2

4

6

8

0 10 30 5020 40

Fr
eq

ue
nc

y

−5 0 5 10

0

500

1000

1500

2000

2500

−4

−2

0

2

4

6

8

0 10 30 5020 40
Fr

eq
ue

nc
y

−5 0 5 10

0

500

1000

1500

2000

2500

3000

0 10 30 50

−4

−2

0

2

4

6

8

20 40

Fr
eq

ue
nc

y

−5 0 5 10

0

1000

2000

3000

4000

5000

log2 (neo−X/neo−Y)Muller-DC (Mb)

lo
g 2

(n
eo

−X
/n

eo
−Y

)
lo

g 2
(n

eo
−X

/n
eo

−Y
)

lo
g 2

(n
eo

−X
/n

eo
−Y

)

S9 Fig. Allele-specific differential expression at neo-X and neo-Y SNP sites. Left panels, allele-specific read 
counts over strain-specific SNP sites (points) differentiating the neo-X and neo-Y chromosomes were used to 
calculate the fold difference. Right panels, histograms of the distribution of the log2 fold differences. Red lines 
demarcate the median fold difference.     
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