KP827649.1 UGGACACAU Cl
AB190813.1 UGGHdaCAAY !!.
KC261974.1 UGGHdACAAY H!A
HM581937.1 UGGHdaCAAY ‘!.
HM581940.1 UGGHdaCAAY !!.
AB198742.1 UGGHdACAAY !!.
KP008132.1 UGGHdaCAAY !!.
KJ575620.1 UGGHdACAAY REA
NC_002052.1 UGGAJACAAY| !!.
TSWLRPOLM UGGHdaCAAY A!A
JF960237.1 UGGHdACAAY !!.
JN664254.1 UGGHdaCAAY !!.
KM657122.1 UGGHdACAAY H!A
KM657121.1 UGGHdACAAY A!A
KM657120.1 UGG‘!‘CAAU !!.
KM076651.1 UGG‘!‘CAAU !!.
KC261947.1 UGG‘E‘CAAU E!A
KC261956.1 UGGHdACAAY AL
HM581934.1 UGG‘!‘CAAU !!.
KC261953.1 UGG‘!‘CAAU A!A
KC261968.1 UGG‘!‘CAAU !!.
KC261950.1 UGG‘E‘CAAU E!A
KC261959.1 UGGHdACAAY AL
KC261962.1 UGG‘!‘CAAU A!A
KC261965.1 UGG CAAU| !!.
KC261971.1 UGGHdACAAY !!.
KJ575619.1 UGGHdACAAY !!.
KP008128.1 UGGA(JACAAU] !!.
KP008130.1 UGG‘E‘CAAU 5!.
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Figure S6. Multiple alignment of all sequences corresponding to TSWV segment L found in databases. Only
the region comprising nucleotides 4058-4078 is shown. The name and sequence corresponding to the TSWV
LL-N.O5 isolate used in this study are in blue. Nucleotides found in other natural isolates or in TSWV
progenies from infected amiRNA lines and differing from those of TSWV LL-N.05 are in green and red,
respectively.



