A. Flux model
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Metabolism of amino acids, Crc-null vs. wild type, early phase

B. Proteomics

L-Methionine

MetQ (1)1

L-Met
/Z -
SstT
Serine (1.2
Threonine Ser

OpdP

Gly Ly —p Gly ? NH,*

HZOZQ(M)

(1.4) | GlyA1(0.7) L
GlyA2 (1) PYR

Alanine

‘(3 1)

(1.5)

(2.5)

D-ala/D-Aa

+ Leu, 4 mopV2

Isoleucine

Leucine

Short fatty

 Bex Bet Ac-CoA AACAC L, i con
Betaine (.5
Choline > \ (0.7)
c -»0
ho P
Asparagine Glutar-CoA
(2.4) 4MAL CIT T
+ ! (06)
NH, NH,* / )
4 ) Glutar @=——<¢— Lysine
Aspartate Asp —4 FUM ACO (16)
Phenyl »* Phe=p Hmg \ l oo
alanine ,..p 1) o
(9) * SCC ISO .
Tyr ,/ Proline
. (2.5) %
Peptides = SCC-CoA (22 Histidine
DppA-l (1.5
el e Ggf;f; —Lysie
(1. 4- rginine
DOPB (1.9 u uin - NHg @n 19
(23) (1. 5)
Put ArgE (1.9) Glu
GABA* NH,*
0rn+Ac
GapP-Il (4.8)
Pot-F argJ (1) Glt (3.0,
(10.4) ArgT(0.8) (24) 60
Putrescine  Arginine Glutamate Glutamine



