Type The Most Eniched GO Terms of Up—regulated Genes
—loglO(P value)
. biological process 1
GO 0005356~cymskele!on—

GO:0005667~transcription factor Complex F

. cellular component GO0005579-cilu e —

05605~basal lamina FE

. molecular function GO: 0000790~nuclear chromatin FE

GO:0036064~ciliary basal body FE—
GO 0005913~cell—ccll adherens junction IEE——
105884~actin filament EEEE—
GO 0031519~P::G protein complex FET
G0:0030426~growth cone FET
GO:0019898-extrinsic component of membrane FEEEEEE
05881~ cywplﬂmlc microtubule —
737~cytoplasm IE—
GO 0070052~ex|racellular exosome
GO:0005813~centrosome EEn
GO:0000122~negative regulation of transcription from RNA polymerase 11 promoter I —
GO« 0060271—clllum 1107 0@ 1 0 —
84~cilium assembly E—
[eleX 0007275»mu|l|cellular organism development EE
175~neuron projection development
(;o 0071542~dnpam|nerg|c neuron differentiation
0:0008285~negative re?\‘ ulation of cell proliferation I —
GO ooosas7~regulauon of ranscription frum RI
actin
GO: 0035567~non canonical Wnt signaling pathway EE—
(G0:0030308~negative regulation of cell growth EN—
G0:1902018-negative regulation of cilium assembly EE———
GO« 0035023~regulallon of Rho protein slgnal (ransductlon_
jation of
GO 2000179~posltlve regulation of neural precursor cell prohferauon _
01077~transcriptional activator activity, RNA polymerase Il core pmmoler %rg@mal region sequence—specific binding F—

IA polymerase |1 promoter EE——

S~sequencespecific DNA binding I

70404-NADH binding EE—
G0:0000978~RNA polymerase Il core promoter proximal region sequence—specific DNA binding [
GO:0004

725-protein tyrosine phosphatase ac"vny_
G0:0031624~ubiquitin conjugating enzyme bindin
GO:0003700~ tlanscrlpllun factor activity, sequence—specific DNA bmdmg _
0005089~Rho guanyl-nucleotide exchange factor activity ]
GO:0052689~carboxylic ester hydrolase activity
GO:0042813~Wni-activated receptor acuvny_
GO:0098641~cadherin bindin, Ived in cell—cell adhes

0008017-microtubui bincing p———
GO:0008092~cytoskeletal protein blndlng ]
GO:0003677~DNA bint

G0:0046875~ephrin receptor hmdmg 1]

Pigure S2. Transcriptomic analysis of embryos deficient of Sin3a.
(A) Gene ontology analysis of up-regulated genes in cKD embryos related to NC groups.




