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GNDSEKEFKGD SRSAGVPSRV IHIRKLPIDV TEGEVISLGL

LRGQPIYIQF SNHKELKTDS SPNQARAQAA LOAVNSVQSG

HQIFSKFGTV LKIITFTKNN QFQALLQYAD PVSAQHAKLS

PSGDSQPSLD QTMAAAFGLS VPNVHGALAFP LATPSAAARR

YGDVQRVKIL FNKKENALVQ MADGNQAQLA MSHLNGHKLH

PGSKNFQNIF PPSATLHLSN IPPSVSEEDL EVLFESSNGGV

HLRVSFEFSEKEST I

Mass spectrometric analysis of the protein precipitated with MACC1-AS1 identified PTBP1. The coverage rate of the seven

peptide sequence reached 29% for PTBP1 with 100% maching. Highlited sequences in the figure show the peptides that

complementely mached the sequence of the PTBP1 protein.



