
Supplementary Table S1. Primer sequences were used for quantitative real-time PCR.
Gene name Accession number Primer sequence (5'-3') forward/reverse Amplicon size Reference

GTGCTCAGTGGTGGTTCAA

GACGCTGTATTTCCTCTCAG

AAGCTGATCGTGGATTGTACCGG

TTCTCCCCATGAGTTGACAAATTC

AGAACTATGGAAGCGAGCCG

CCTGCCTCTGCAAATACCCA

GTAGAGACTGGTGGTGTGGATGCGT

ACTCTTTCCGCACCTCTGTAACCCG

CTTTGAGGTTTCACACTGATGCTAC

ATCTTCTAAATGACTACTCCCTCTG

CGCCACCATATCTTTTTCAACCCCT

ACCATTATCACTACAACCACACCCT

GACCCTGATGTTGATGTTCGCT

GAGGGATTTGAAGAGAGATTTC

GACATTCCTGGTGCTAAAAACATAC

ATTGGTACACCTCTGGCTGTTTCAC

TCTCCAGAAGAGGAAACAAACAAGG

GCATTCTCATTTCCTTTTTCCTCAG

ATTTAGCGTTTCAAAAGAAGATACT

TCCCAATATCCTTAGCCTTTACACC

GTGTTCAATCCCACTCCTTCACTTT

TGTGTTATGTTCTCCGTGCTGACCA

TTTCCTAACCCGTCCTCGCCCTGTA

CGGCTTCGGGGAGATAGGTTGATTC

AAACTCTTTCTCCTAAAATGCCTGA

CTTGGAGGCTTTTTTGTAATCTTTT

TCTTCGGTTTGTGACTCCAACGCTT

CCTTCCTCGTTCATCTCTTAGCCCC

TTATGTAAATGGACAGCGACAAGGT

AAAAGGGGAAGGAGTTGTGATTGAC

AGGAAATGTGGAAGGAAGTAGATGT

ACCTGCCTTCTCCCCAGATACAAAT  

TGTGGGCAAAGTGAAGGATTACGCT

TCAACATCACACCTTTCGGCAGACC

CTGAAGTAATGAACGGAAAGCCTGA

GCCATTGTGGAGATGTTCGGAGAGC
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Supplementary Table S2. Primer sequences were used for full-length amplification and vector construction.

Gene Primer sequence (5'-3') forward/reverse

ATGGAGAATGGTTATAACAACAAATTTGA

CTATATCTGCATAAGCCCTTCAAAC

ATGAACTTCAAGAACTATGG

TTAAGCTCCTTGCTGCGTGT

ATGGGAAGGTCTCCATGTTG

TTATTTCATCTCCAAGCTTC

ATGGAAACGGATTCAATTGA

TCAACATGTAGTTGCTGCAA

ATGGACAGATCACCAATCAG

TCACTCTATAATCTCTCTCC

GAGCTCATGGAGAATGGTTATAACAACAAATTTGA

GTCGACTATCTGCATAAGCCCTTCAAAC

GAGAACACGGGGGACTCTAGAATGGAGAATGGTTATAACAA 

AAAACGACGGCCAGTGAATTCCTATATCTGCATAAGCCCTT 

GAGAACACGGGGGACTCTAGAATGAACTTCAAGAACTATGG 

AAAACGACGGCCAGTGAATTCTTAAGCTCCTTGCTGCGTGT 

GAGAACACGGGGGACTCTAGAATGGGAAGGTCTCCATGTTG 

AAAACGACGGCCAGTGAATTCTTATTTCATCTCCAAGCTTC

GAGAACACGGGGGACTCTAGAATGGAAACGGATTCAATTGA 

AAAACGACGGCCAGTGAATTCTCAACATGTAGTTGCTGCAA 

GAGAACACGGGGGACTCTAGAATGGACAGATCACCAATCAG 

AAAACGACGGCCAGTGAATTCTCACTCTATAATCTCTCTCC 

GTACCAGATTACGCTCATATGATGAACTTCAAGAACTATGG

ACGATTCATCTGCAGCTCGAGTTAAGCTCCTTGCTGCGTGT

GTACCAGATTACGCTCATATGATGGGAAGGTCTCCATGTTG

ACGATTCATCTGCAGCTCGAGTTATTTCATCTCCAAGCTTC

GTACCAGATTACGCTCATATGATGGAAACGGATTCAATTGA

ACGATTCATCTGCAGCTCGAGTCAACATGTAGTTGCTGCAA

GTACCAGATTACGCTCATATGATGGACAGATCACCAATCAG

ACGATTCATCTGCAGCTCGAGTCACTCTATAATCTCTCTCC

CTTGAATTCGAGCTCGGTACCGATTGTGTACCAAGGTATCA

ATACAGAGCACATGCCTCGAGTCATGTAGATGGCGGTAGGC

GCGGCCGCTCTAGAACTAGTGATGAACTTCAAGAACTATGG

GGTCGACGGTATCGATAAGCTTTAAGCTCCTTGCTGCGTGT

GCGGCCGCTCTAGAACTAGTGATGGGAAGGTCTCCATGTTG

GGTCGACGGTATCGATAAGCTTTATTTCATCTCCAAGCTTC

GCGGCCGCTCTAGAACTAGTGATGGAAACGGATTCAATTGA

GGTCGACGGTATCGATAAGCTTCAACATGTAGTTGCTGCAA

GCGGCCGCTCTAGAACTAGTGATGGACAGATCACCAATCAG

GGTCGACGGTATCGATAAGCTTCACTCTATAATCTCTCTCC

GTCGACGGTATCGATAAGCTTGATTGTGTACCAAGGTAT

CGCTCTAGAACTAGTGGATCCTCATGTAGATGGCGGTAGGC

ACGGGGGACTCTAGAGGATCCATGGAGAATGGTTATAACAA 

GCTCACCATAAGCTTGTCGACTATCTGCATAAGCCCTT 
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ACGGGGGACTCTAGAGGATCCATGAACTTCAAGAACTATGG

GCTCACCATAAGCTTGTCGACAGCTCCTTGCTGCGTGT

ACGGGGGACTCTAGAGGATCCATGGGAAGGTCTCCATGTTG

GCTCACCATAAGCTTGTCGACTTTCATCTCCAAGCTTC

ACGGGGGACTCTAGAGGATCCATGGAAACGGATTCAATTGA

GCTCACCATAAGCTTGTCGACACATGTAGTTGCTGCAA

ACGGGGGACTCTAGAGGATCCATGGACAGATCACCAATCAG

GCTCACCATAAGCTTGTCGACCTCTATAATCTCTCTCC
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