Multimedia Appendix 5. Statistical Methods for Secondary
Outcomes

Short Chain Fatty Acid and Inflammatory Outcomes

For the SCFA and inflammatory outcome measures, between-group mean
comparison will be performed using a one-way analysis of variance if data are
normally distributed, otherwise the Mann-Whitney U-test and the Wilcoxon

signed-rank test will be used.

Epigenetic Outcomes

Genome-wide data analysis will be conducted using the Maksimovic et al.
analysis pipeline, which includes quality control, normalization, filtering
differential methylation analysis adjusted for multiple testing [1,2]. Removing
Unwanted Variation is used as a method to identify CpGs that are differentially
methylated accounting for unwanted technical and biological variation [1].
Biological pathways that are related to the top differentially methylated CpGs
will be interrogated. Further separate gene specific between-group analysis will
be performed for CpGs in FFARZ and FFAR3 using multivariate regression
models. These models will also examine potential effect modification for sex, and

will be adjusted for multiple testing.

Maternal Wellbeing
Generalized Estimation Equation models will be used to evaluate between-
group, baseline-adjusted mean differences in symptoms of depression, stress or

anxiety, accounting for within participants autocorrelations, across multiple
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time-points. Statistical significance will be considered at P <.05.

Behavior Change

Individual dietary goals from behavior change contracts will be reviewed against
the Simplified Dietary Questionnaire [3] at each time-point to determine the
extent to which goals were complied with. To explain the reasons why dietary
goals were or were not met, two investigators will perform qualitative thematic

analysis on the facilitator notes made during the dietary support phone calls.

Feasibility and acceptance

Study feasibility will be evaluated using rates for: study visit attendance;
recruitment and withdrawal; sample and data missingness. Study acceptance will
be evaluated using qualitative study evaluation feedback. The intervention
implementation and its acceptance will be evaluated using: attendance rate;
intervention goals compliance, and qualitative workshop evaluation feedback

including participant perceived value.
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