Supplementary Table S7. Primers designed for mutagenesis
of predicted SUMOylation sites from lysine to glutamine residue

Supplementary Table S9. Physical particle titers for the vectors
(AAV2-EGFP and AAV2 SUMOylation site mutants) generated in

- this study
Size
Mutation Primer (bp) Vector Titer (vgs/mL)
K260  5-TTTGGTGGTGGTGGGCCAGGTTGGAGCTTCCACCACTGT-3 39 SCAAV2-EGFP 2.00E+11
5'-ACAGTGGTGGAAGCTCCAACCTGGCCCACCACCACCAAA-3Y scAAV2 K26Q-EGFP 8.71E+11
K390 5-CCTGCTGTCGTCCTGATGCCGCTCTGCGGGCTTT-3 34 SCAAVZ K39Q-EGFP 5.45E+11
5-AAAGCCCGCAGAGCGGCATCAGGACGACAGCAGG-3' Scﬁ% Eégggggg ?gg?:;
, , sC - 38E+
K1050  5-CCCCAAAAGACGTATCTTCTTGAAGGCGCTCCTGAAACTCC-Y 41 SARV? KE200-EGFP AR

5-GGAGTTTCAGGAGCGCCTTCAAGAAGATACGTCTTTTGGGG-3

K527Q 5-AACTTTTCTTCATCGTCCTGGTGGCTTGCCATGGCCGGG-3 39
5-CCCGGCCATGGCAAGCCACCAGGACGATGAAGAAAAGTT-3

K620Q 5-GTCCGTGTGTGGAATCTGTGCCCAGATGGGCCCCTGAAG-3’ 39
5"-CTTCAGGGGCCCATCTGGGCACAGATTCCACACACGGAC-3

The boldface font indicates the site of mutation.

Supplementary Table S8. Physical particle titers for the vectors
(AAV2-EGFP and AAV2 Neddylation site mutants) generated in

this study

Vector Titer (vgs/mL)
SCAAV2-EGFP 2.00E+11
scAAV2 K33Q-EGFP 8.52E+11
scAAV2 K61Q-EGFP 4.31E+11
scAAV2 K490Q-EGFP 1.64E+12
scAAV2 K640Q-EGFP 1.56E+12
scAAV2 K665Q-EGFP 6.25E+11

The data are presented as vector genomes per milliliter (vgs/mL).

The data are presented as vector genomes per milliliter (vgs/mL).



