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Figure	S1.	AnnotaBon	of	Rafflesia	cantleyi	transcripts.	(A)	IdenBficaBon	of	the	transcripts	of	other	plant	species	
homologous	to	the	annotated	R.	cantleyi	transcripts.	(B)	DistribuBon	of	E-values	of	BLASTX	hits	from	Nr,	Swiss-Prot,	
and	COG	database.	(C)	DistribuBon	of	similarity	values	of	top	Nr	BLASTX	hits.	

Nr	 Swiss-Prot	 COG	

34%	

Nr	


