S3 Table. Yeast strains used in this work.

Strain Genotype Source
SC801 MAT a CANL1 his7-2 leu2A::KanMX4 ura3A trp1-289 ade2-1 lys2AGG2899-2900 (PSF1, LEU2) [1]
SC802 MAT a CANL1 his7-2 leu2A::KanMX4 ura3A trp1-289 ade2-1 lys2AGG2899-2900 (psfl-1, LEU2) [1]
SC538 MAT a CANL1 his7-2 leu2A::KanMX4 ura3A trp1-289 ade2-1 lys2AGG2899-2900 (PSF1, CaURA3) [1]
SC539 MAT a CANL1 his7-2 leu2A::KanMX4 ura3A trp1-289 ade2-1 lys2AGG2899-2900 (psfl-1, CaURA3) [1]
Y423 SC801 with msh2::NAT1 This work
Y424 SC802 with msh2::NAT1 This work
Y425 SC801 with rev3::HPH This work
Y426 SC802 with rev3::HPH This work
Y580 SC801 with rad51::HPH This work
Y581 SC802 with rad51::HPH This work
Y582 SC801 with mms2::HPH This work
Y583 SC802 with mms2::HPH This work
Y586 SC801 with pifl::HPH This work
Y587 SC802 with pifl::HPH This work
Y589 SC801 with pol32::HPH This work
Y592 SC802 with pol32::HPH This work
Y595 SC801 with rad52::HPH This work
Y596 SC802 with rad52::HPH This work
SC765 MATa CANL1 his7-2 leu2A::hisG ura3A trp1-289 ade2-1 lys2AGG2899-2900 [1]
Y620 MATa CANL1 his7-2 leu2A::hisG ura3A trp1-289 ade2-1 lys2AGG2899-2900 This work
Y621 Y620 with msh2::NAT1 This work
Y622 Y620 with rev3::HPH This work
Y623 Y620 with rad51::HPH This work
Y624 Y620 with mms2::HPH This work
Y625 Y620 with pifl::HPH This work
Y626 Y620 with pol32::HPH This work
Y627 Y620 with rad52::HPH This work
Y631 MATa/a CAN1 his7-2 leu2A::hisG/leu2 A::KanMX4 ura3A trp1-289 ade2-1 lys2AGG2899-2900 This work
msh2::NAT1/MSH2 (psfl-1, LEU2)/PSF1 Cross of Y621 and SC802
Y632 MATa/a CAN1 his7-2 leu2A::hisG/leu2 A::KanMX4 ura3A trp1-289 ade2-1 lys2AGG2899-2900 This work
rev3::HPH/REV3 (psfl-1, LEU2)/PSF1 Cross of Y622 and SC802
v633 MATa/a CANL1 his7-2 leu2A::hisG/leu2 A:KanMX4 ura3A trp1-289 ade2-1 lys2AGG2899-2900 This work
rad51::HPH/RAD51 (psfl-1, LEU2)/PSF1 Cross of Y623 and SC802
Y634 MATa/a CANL1 his7-2 leu2A::hisG/leu2 A:KanMX4 ura3A trp1-289 ade2-1 lys2AGG2899-2900 This work
mms2::HPH/MMS2 (psf1-1, LEU2)/PSF1 Cross of Y624 and SC802
Y635 MATa/a CAN1 his7-2 leu2A::hisG/leu2 A:KanMX4 ura3A trpl-289 ade2-1 lys2AGG2899-2900 This work
pifl::HPH/PIF1 (psfl-1, LEU2)/PSF1 Cross of Y625 and SC802
Y636 MATa/a CANL1 his7-2 leu2A::hisG/leu2 A:KanMX4 ura3A trp1-289 ade2-1 lys2AGG2899-2900 This work
pol32::HPH/POL32 (psfl-1, LEU2)/PSF1 Cross of Y626 and SC802
Y637 MATa/a CANL1 his7-2 leu2A::hisG/leu2 A:KanMX4 ura3A trp1-289 ade2-1 lys2AGG2899-2900 This work
rad52::HPH/RAD52 (psfl-1, LEU2)/PSF1 Cross of Y627 and SC802
Y433 SC801 with (CTG)x25 from pMA1l This work
Y434 SC802 with (CTG)x25 from pMA1l This work
Y610 SC801 with (GAA)x25 from pMA5 This work
Y611 SC802 with (GAA)x25 from pMA5S This work
Y612 SC801 with (TTC)x25 from pMA6 This work
Y613 SC802 with (TTC)x25 from pMA6 This work
Y614 SC801 with random sequence from pMA7 This work
Y615 SC802 with random sequence from pMA7 This work
BY4741 rad51A  MAT a his3A1 leu2A0 met15A0 ura3A0 rad51::KanMXx4 Biog‘/’;gms
W3775-12C MATa ADE2 barl::LEU2 trp1-1 LYS2 RFA1-8ala-YFP RAD5 [2]
Y599 SC538 with RFAL1-YFP This work
Y600 SC539 with RFAL1-YFP This work
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