Figure S1. Distribution map of methylation states of the rest of the genes (A-AU). The horizontal axis represents the methylation
level, the vertical axis represents the number of samples, the histogram represents the methylation states in the tumor group, and
the curve represents the methylation distribution trend of the tumor group. The black line at the top represents the methylation
state in the non-tumor group.
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Figure S1. Continued. Distribution map of methylation states of the rest of the genes (A-AU). The horizontal axis represents the
methylation level, the vertical axis represents the number of samples, the histogram represents the methylation states in the tumor

group, and the curve represents the methylation distribution trend of the tumor group. The black line at the top represents the
methylation state in the non-tumor group.
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Figure S1. Continued. Distribution map of methylation states of the rest of the genes (A-AU). The horizontal axis represents the
methylation level, the vertical axis represents the number of samples, the histogram represents the methylation states in the tumor

group, and the curve represents the methylation distribution trend of the tumor group. The black line at the top represents the
methylation state in the non-tumor group.
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Figure S1. Continued. Distribution map of methylation states of the rest of the genes (A-AU). The horizontal axis represents the
methylation level, the vertical axis represents the number of samples, the histogram represents the methylation states in the tumor
group, and the curve represents the methylation distribution trend of the tumor group. The black line at the top represents the
methylation state in the non-tumor group.

AT Mixture model of ZNF880 AU Mixture model of ZSCAN18
15- B
6,
>10- Mixture > Mixture
g component = 4 component
8 ‘ = 1 & -1
5. -2 o -
2.
0-S=EENE . : ; 0= 5 ; ; ;
0.00 0.25 0.50 0.75 1.00 0.00 0.25 0.50 0.75 1.00

DNA methylation DNA methylation



