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Supplementary Table 1. Characteristics of genetic variants used to build the coronary artery disease 
polygenic risk score. 
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Supplementary Table 2. Differences in baseline characteristics between the sample of participants 
included in this study and all Diabetes Prevention Program participants.  

 
DPP Study Sample 

(n=2,658) 

All DPP 

(n=3,234) 

P 

value* 

Demographics       

Age, y  50.7 ± 10.7  50.6 ± 10.7  0.444 

Sex, Female n (%)  1,789 (67.3)  2,191 (67.7)  0.242 

Race/Ethnicity, n (%)       

White  1,476 (55.5)  1,768 (54.7)  <0.001 

African American  537 (20.2)  645 (19.9)   

Hispanic  451 (17.0)  508 (15.7)   

Other  194 ( 7.3)  313 (9.6)   

Current Smoker, n (%)  192 ( 7.2)  226 (7.0)  0.306 

Hyperlipidemia n (%)  136 ( 5.1)  169 (5.2)  0.824 

On lipid lowering med, n (%)  126 (4.7)  157 (4.9)  0.567 

Hypertension, n (%)  427 (16.1)  520 (16.1)  0.962 

Systolic blood pressure, mm Hg  124 ± 15  124 ± 15  0.893 

Diastolic blood pressure, mm Hg  78.3 ± 9.3  78 ± 9  0.625 

Anthropometrics & Lifestyle       

BMI, kg/m2  34.1 ± 6.6  34.0 ± 6.7  0.039 

Waist circumference, cm  105 ± 15  105 ± 15  0.047 

AHEI‐2010, units  46.4 ± 10.1  44.2 ± 10.4^  0.001 

MET‐hours/week#  9.5 (3.8, 20.2)  9.8 (3.9, 20.6)  0.286 

Biochemical       

Fasting glucose, mmol/L  5.93 ± 0.45  5.91 ± 0.46  <0.001 

HOMA‐IR, units#  6.18 (4.25, 8.95)  6.16 (4.22, 8.85)  0.252 

Total cholesterol, mmol/L  5.27± 0.94  5.26 ± 0.94  0.437 

LDL‐cholesterol, mmol/L  3.23 ± 0.85  3.23 ± 0.85  0.734 

HDL‐cholesterol, #  1.18 (0.96, 1.35)  1.10 (0.98, 1.30)  0.380 
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Triglycerides, mmol/L#  1.61 (1.19, 2.31)  1.59 (1.12, 2.27)  0.236 

CRP, mg/dl#  0.38 (0.17, 0.77)  0.37 (0.17, 0.76)  0.010 

tPA, ng/ml#  11.0 (8.8, 13.4)  10.9 (8.7, 13.4)  0.078 

Fibrinogen, umol/L  11.3 ± 2.5  11.5 ± 2.6  0.305 

 

Values are given as the mean ± SD or median (25th, 75th percentile) # except for qualitative variables expressed as 
n (%). BMI; Body mass index, HOMA-IR; homeostasis model assessment of insulin resistance, CRP; C-reactive 
protein, tPA, tissue plasminogen activator. 
*P values are generated from a general estimating equation models. ^ n=3,175 
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Supplementary Table 3. One-year change in lifestyle components. 
 

 

Table Legend; Values represents adjusted means ± SE. The change in physical activity is not normally 
distributed and has been ln transformed. 
P-value extracted from general linear model adjusted for baseline lifestyle component, age at randomization, sex 
and ancestry markers. 
Eating Index 2010 (AHEI-2010). MET-hours/week (Metabolic equivalents*hours/week). 
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Supplementary Table 4. Association between one-year change in body weight and one-year change in risk factors by study intervention. 
 

 
Table Legend; Each cardiometabolic risk factor represents a separate linear regression model on the association between in cardiometabolic risk factor 
levels and body weight loss (1kg). Regression coefficients for natural log transformed CRFs# are expressed as exp() ratio of one-year change in coronary 
artery disease risk factors according to intervention group. 
BMI; Body mass index, CRP; C-reactive protein, tPA, tissue plasminogen activator.  
*P-value derived by general linear model adjusted for baseline risk factor, age at randomization, sex, and PCs ancestry markers. 
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Supplementary Table 5. Association between one-year change in physical activity and one-year change in risk factors by study intervention. 
 

 
Table Legend; Each cardiometabolic risk factor represents a separate linear regression model on the association between in cardiometabolic risk factor 
levels and increment of 10 MET-hours/week. Regression coefficients for natural log transformed CRFs# are expressed as exp() ratio of one-year change 
in coronary artery disease risk factors according to intervention group. 
BMI; Body mass index, CRP; C-reactive protein, tPA, tissue plasminogen activator.  
*P-value derived by general linear model adjusted for baseline risk factor, age at randomization, sex, and PCs ancestry markers. 
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Supplementary Table 6. Association between one-year change in dietary score and one-year change in risk factors by study intervention. 
 

 
Table Legend; Each cardiometabolic risk factor represents a separate linear regression model on the association between in cardiometabolic risk factor 
levels and increment of 10 units in the dietary score. Regression coefficients for natural log transformed CRFs# are expressed as exp() ratio of one-year 
change in coronary artery disease risk factors according to intervention group. 
BMI; Body mass index, CRP; C-reactive protein, tPA, tissue plasminogen activator.   
*P-value derived by general linear model adjusted for baseline risk factor, age at randomization, sex, and PCs ancestry markers. 
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Supplementary Table 7. Modification of coronary artery disease genetic risk effect on one-year change in intermediate risk factors by 
lifestyle components. 
 

 
Table Legend: Predicted one-year changes on cardiometabolic risk factors by 1SD increase in lifestyle behaviors among individuals at low, intermediate, 
and high genetic risk. Pinteraction values were derived by general linear models with interaction terms for CAD PRS and lifestyle behaviors (dietary quality 
score or physical activity), after adjustment for age at randomization, sex, the top 10 principal components for ancestry, and the respective baseline cardiac 
risk factors. For non-normally distributed variables#, we calculated the natural log year 1 value minus natural log baseline value. incidence. Displayed only 
nominal significant interactions.  
BMI, body mass index; MET, metformin; PBO, placebo.  
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Supplementary Figure 1. Coronary artery disease polygenic risk score distribution. 
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Figure legend; Q-Q plot for the distribution of the CAD polygenic risk score. The y axis displays CAD polygenic 
risks core values. The x axes represent quartiles of the distribution in the CAD polygenic risk score.  



SUPPLEMENTARY DATA 

©2019 American Diabetes Association. Published online at http://diabetes.diabetesjournals.org/lookup/suppl/doi:10.2337/db19-0097/-/DC1 

Supplementary Figure 2. Adjusted-mean values of baseline lipid and diastolic blood pressure levels 
according quartiles of the genetic risk score. 
 

 
 

Figure legend; Baseline mean concentrations of intermediate risk factors according to the number of risk alleles 
at identified CAD loci, weighted by effect size in an aggregate genotype score. The right y axis displays adjusted 
mean and 95% confidence interval values of LDLc (A) and DBP (B) according to PRS quartiles. P-value was 
obtained from general linear models after adjustment for age at randomization, sex, and ancestry markers. P < 
0.001 for LDLc and 0.027 for DBP. 
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