SUPPLEMENTARY FIGURES

Figure S1. (a, b) Relative mRNA expression for indicatedegeim dorsal skin of WT, CIKS
AKC (a) and IL-19 KO mice (b) after IMQ or controb&tment as indicated (*p < 0.05; mean +

SEM; n = 6 mice per group).

Figure S2. (a) Immunofluorescence images of sections from 1Mfxontrol- treated dorsal skin
from WT and IL-20RB KO mice stained with DAPI (bly@anti-K5 (red) and anti-Ki67 (green).
Epidermal Ki67 cells were quantitated by counting fluorescens @200 x 20Qm areas from

different sections per mouse=(6—10 mice per group; Scale bar 100um). (b, catRel mMRNA

expression for indicated genes in dorsal skin (o) skin-draining LNs (c) of IMQ- or control-
treated WT and IL-20RB KO mice ( n = 8-12 mice gsoup). (d, e) Representative flow

cytometric analyses of IMQ- or control-treated s&maining LNs cells from WT and IL-20RB
KO mice analyzed for expression of markers as sholumbers and percentages of IL-17A
yoT cells (d) and neutrophils (e) generated from fyometric analyses.( n= 6-12 mice per

group) (*p < 0.05, **p < 0.01; mean = SEM).

Figure S3. (a) CCR2 expression on dendritic epidermal Tsoc@ETC, TCR"), dermalydT

cells (CD45, TCRy3™™ea® TCRwA") from IMQ-treated WT and CCR2 KO mice. (b)
Representative flow cytometric analyses of IMQeontrol-treated dorsal skin cells from WT
and CCR2 KO mice analyzed for expression of mar&ershown. Numbers and percentages of
IL-17A" y3T cells generated from flow cytometric analyse$p(% 0.01; mean + SEM; n = 3-6

mice per group).
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