
jc_gene

id CHAR(30)

name CHAR(30)

type CHAR(30)

description CHAR(255)

isoformnum INT(4)

chr CHAR(30)

start INT(11)

end INT(11)

strand CHAR(1)

seq LONGTEXT

source CHAR(255)

link MEDIUMTEXT

japanlink CHAR(255)

genbanklink CHAR(255)

go MEDIUMTEXT

MF MEDIUMTEXT

BP MEDIUMTEXT

CC MEDIUMTEXT

k MEDIUMTEXT

ko MEDIUMTEXT

TF CHAR(255)

transcript_id MEDIUMTEXT

protein_id MEDIUMTEXT

Indexes

jc_idmapping

id INT(11)

source CHAR(30)

type CHAR(15)

target CHAR(30)

Indexesjc_network

id INT(11)

node1 CHAR(30)

node2 CHAR(30)

type CHAR(10)

cc_value FLOAT

cc_pvalue CHAR(15)

cc_pvalue_adj CHAR(15)

interaction INT(2)

Indexes

jc_protein

name CHAR(15)

chr CHAR(30)

start INT(20)

end INT(20)

cds MEDIUMTEXT

strand CHAR(1)

seq LONGTEXT

product CHAR(255)

source CHAR(255)

link MEDIUMTEXT

pfam MEDIUMTEXT

interproscan MEDIUMTEXT

tparent_id CHAR(30)

gene_id CHAR(30)

Indexes

jc_search

iid INT(11)

type CHAR(30)

keywords CHAR(255)

id CHAR(30)

Indexes

jc_transcript

name CHAR(30)

type CHAR(30)

chr CHAR(30)

start INT(11)

end INT(11)

strand CHAR(1)

exon MEDIUMTEXT

seq LONGTEXT

product CHAR(255)

source CHAR(255)

link MEDIUMTEXT

gene_id CHAR(30)

Indexes
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