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1. Supplemental Figures 
 

 
 
Supp. Figure S1. The optical configuration of the plate reader (Synergy Neo2) with a list of excitation/emission filters 
and dichroic mirrors used in this study. 
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S2 

 
 
Supp. Fig. S2. HEK293T cells heterologously expressing WT-pendrin-mTq2. Fluorescence of mTq2 was imaged. The 
doxycycline dosage used are shown atop each image. The scale bars indicate 10 µm. 
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Supp. Figure S3. Representative examples of doxycycline dosage-dependent HCO3

-/Cl- antiport assay and fluorescence 
images of HEK293T cells expressing the mTq2-tagged pendrin constructs. Results of the transport assay are presented in 
the same way as in Figs. 2e and 2f. Scale bars indicate 10 µm. 
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Supp. Figure S4. HCO3

-/Cl- antiport assay conducted under a high extracellular Cl- condition. (a) An inward Cl- gradient 
across the cell membrane drives pendrin-mediated efflux of HCO3

-, which concomitantly decreases intracellular pH. (b 
and c) Examples of HCO3

-/Cl- antiport assay for WT- and V239D-pendrin-expressing cells, respectively. The broken lines 
indicate the initial rates. (d) Summaries of doxycycline dosage-dependent HCO3

-/Cl- antiport assay shown in panels b and 
c. The broken line indicates the basal transport rate determined for non-induced cells (negative control). (e) A comparison 
of HCO3

-/Cl- antiport rates measured by opposite Cl- gradients (inward vs. outward) at 1 µg/mL doxycycline. The error 
bars indicate the standard deviations. The solid line indicates Deming linear regression. The broken lines indicate the 
basal transport rates determined for non-induced cells (0.037 ± 0.024 nM/sec (n=5) and 0.34 ± 0.05 (n=9) nM/sec for 
“Efflux of HCO3

-” and “Influx of HCO3
-”, respectively). This graph was generated using the numerical data shown in 

Table 1 (HCO3
-/Cl- antiport rates at 1 µg/mL doxycycline) and Supp. Table S3. 
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Supp. Figure S5. Representative examples of doxycycline dosage-dependent I-/Cl- antiport assay. 
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Supp. Figure S6. Change of pH during I-/Cl- antiport assay. (a) Measurement of intracellular pH of WT-pendrin-
expressing cells during I-/Cl- antiport assay. (b) Estimation of HCO3

- concentration in the solutions used for I-/Cl- antiport 
assay under various atmospheric CO2 conditions. The HCO3

- concentration, [HCO3
-], was determined by numerically 

solving Eq. 1 shown in panel c using the equilibrium constants also shown in the panel. (c) A schematic representation of 
a solution containing carbonic acid, bicarbonate, and carbonate, which are in equilibrium with the atmospheric carbon 
dioxide. [H2CO3*] denotes the equilibrium mixture of the aqueous carbon dioxide and carbonic acid. The solution also 
contains HEPES (20 mM) and NaOH (10 mM), which were added to adjust and maintain the solutions’ pH at 7.5. This 
exercise shows that inclusion of pH buffer (20 mM HEPES-NaOH, pH 7.5) allows atmospheric CO2-equilibrated HCO3

- 
to reach ~170 µM, which would be sufficiently high to support the possibility raised in the main text that the small pH 
changes shown in panel A (∆[𝐻$] ≈ 10	𝑛𝑀) was due to efflux of endogenous HCO3

- during I-/Cl- antiport assay. 
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2. The DNA sequences of portions of the pendrin gene cloned in a pET01 vector (splicing 

assay) 
 
PCR primers used 
5’-CCTGGCCTGCCCAGGCTTTTGTCAACA-3’ 
5’-CCACCTCCAGTGCCAAGGTCTGAAGGTCA-3’ 
 
Gray highlights indicate the annealing sites of the primers shown above. The region within the pET01 vector that is 
spliced out is shown by gray characters. Portions of the pendrin gene used for the splicing assay are indicated by pale blue 
(intron sequences) and bold blue with underlines (exon sequences). 
 
 
Ø Empty pET01 vector   
(Expected size of the PCR product: 190-bp) 

CCTGGCCTGCCCAGGCTTTTGTCAACAGCACCTTTGTGGTTCTCACTTGGTGGAAGCTCTCTACCTGGTGTGTGGGGAGCGTGGATTCTTCTACACACC
CATGTCCCGCCGCGAAGTGGAGGACCCACAAGGTAAGCTCTGCTCCTGAATTAATTCTATCCCAAGTGCTAACTACCCTGTTTGTCTTTCACCCTTGAG
ACCTTGTAAATTGTGCCCTAGGTGTGGAGGGTCTCAGGCTAACCAGTGGGGGGCACATTTCTGTGGGCAGCTAGACATATGTAAACATGGTAGCTGCCA
GGAAGGAGTGAGAATCCTTCCTTAAGTCTCCTAGGTGGTGACGGGTGGCTAGGCCCCAGGATAGGTACCGGGCCCCCCCTCGAGGTCGACGGTATCGAT
AAGCTAATTCCTGCAGCCCGGGGGATCCACTAGTTCTAGAGCGGCCGCCACCGCGGTGGAGCTCGGTACCTATTTGGGGACCCCATAGAGCACTGCACT
GACTGAGGGATGGTAACAGGATGTGTAGGTTTTGGAGGCCCATATGTCCATTCATGACCAGTGACTTGTCTCACAGCCATGCAACCCTTGCCTCCTGTG
CTGACTTAGCAGGGGATAAAGTGAGAGAAAGCCTGGGCTAATCAGGGGGTCGCTCAGCTCCTCCTAACTGGATTGTCCTATGTGTCTTTGCTTCTGTGC
TGCTGATGCTCTGCCCTGTGCTGACATGACCTCCCTGGCAGTGGCACAACTGGAGCTGGGTGGAGGCCCGTGACCTTCAGACCTTGGCACTGGAGGTGG 
 
 
Ø Exon2 of wild-type human pendrin 
(Expected size of the PCR product: 190+167 = 357-bp) 

CCTGGCCTGCCCAGGCTTTTGTCAACAGCACCTTTGTGGTTCTCACTTGGTGGAAGCTCTCTACCTGGTGTGTGGGGAGCGTGGATTCTTCTACACACC
CATGTCCCGCCGCGAAGTGGAGGACCCACAAGGTAAGCTCTGCTCCTGAATTAATTCTATCCCAAGTGCTAACTACCCTGTTTGTCTTTCACCCTTGAG
ACCTTGTAAATTGTGCCCTAGGTGTGGAGGGTCTCAGGCTAACCAGTGGGGGGCACATTTCTGTGGGCAGCTAGACATATGTAAACATGGTAGCTGCCA
GGAAGGAGTGAGAATCCTTCCTTAAGTCTCCTAGGTGGTGACGGGTGGCTAGGCCCCAGGATAGGTACCGGGCCCCCCCCGAGGGCTGCAGGACGCGGA
CCAGACTCGCGGTGCAGGGGGGCCTGGCTGCAGCTAACAGGTGATCCCGTTCTTTCTGTTCCTCGCTCTTCCCCTCCGATCGTCCTCGCTTACCGCGTG
TCCTCCCTCCTCGCTGTCCTCTGGCTCGCAGGTCATGGCAGCGCCAGGCGGCAGGTCGGAGCCGCCGCAGCTCCCCGAGTACAGCTGCAGCTACATGGT
GTCGCGGCCGGTCTACAGCGAGCTCGCTTTCCAGCAACAGCACGAGCGGCGCCTGCAGGAGCGCAAGACGCTGCGGGAGAGCCTGGCCAAGTGCTGCAG
GTAGCGGCCGCGCGGGCCTGCGTAGAGAGAAGCGGAGCGGGGCGTCCACGCCTTGGGGAGGGAAGGGCGTCCCCAGCGGGCGAGAGTGGGGTGCGGGCG
GCGGAGCCCCTGGGCGCCAGCTGCTTCTCCCAGAGGCCCGACTTTCGGTCTTCGAGGTCGACGGTATCGATAAGCTAATTCCTGCAGCCCGGGGGATCC
ACTAGTTCTAGAGCGGCCGCCACCGCGGTGGAGCTCGGTACCTATTTGGGGACCCCATAGAGCACTGCACTGACTGAGGGATGGTAACAGGATGTGTAG
GTTTTGGAGGCCCATATGTCCATTCATGACCAGTGACTTGTCTCACAGCCATGCAACCCTTGCCTCCTGTGCTGACTTAGCAGGGGATAAAGTGAGAGA
AAGCCTGGGCTAATCAGGGGGTCGCTCAGCTCCTCCTAACTGGATTGTCCTATGTGTCTTTGCTTCTGTGCTGCTGATGCTCTGCCCTGTGCTGACATG
ACCTCCCTGGCAGTGGCACAACTGGAGCTGGGTGGAGGCCCGTGACCTTCAGACCTTGGCACTGGAGGTGG 
 
 
Ø Exon3 of wild-type human pendrin 
(Expected size of the PCR product: 190+140 = 330-bp) 

CCTGGCCTGCCCAGGCTTTTGTCAACAGCACCTTTGTGGTTCTCACTTGGTGGAAGCTCTCTACCTGGTGTGTGGGGAGCGTGGATTCTTCTACACACC
CATGTCCCGCCGCGAAGTGGAGGACCCACAAGGTAAGCTCTGCTCCTGAATTAATTCTATCCCAAGTGCTAACTACCCTGTTTGTCTTTCACCCTTGAG
ACCTTGTAAATTGTGCCCTAGGTGTGGAGGGTCTCAGGCTAACCAGTGGGGGGCACATTTCTGTGGGCAGCTAGACATATGTAAACATGGTAGCTGCCA
GGAAGGAGTGAGAATCCTTCCTTAAGTCTCCTAGGTGGTGACGGGTGGCTAGGCCCCAGGATAGGTACCGGGCCCCCCCAGCACTTCAGGGTTATTATT
TTCCAGGAAATACTTATCCTTTTTCCAAATAGTTATAAACATCAGCAGAATCCAGTTCATAACTTTGTGATTTGCAAATTGGTTGTGACTGAGATTGGA
TTGAAAACCCAGTTTTCTTGCTTTTTGACAGTTGTTCAAGAAAGAGAGCCTTTGGTGTGCTAAAGACTCTTGTGCCCATCTTGGAGTGGCTCCCCAAAT
ACCGAGTCAAGGAATGGCTGCTTAGTGACGTCATTTCGGGAGTTAGTACTGGGCTAGTGGCCACGCTGCAAGGTAAGATGTTGGCAGATTGAGAGTTCT
GGTCTCCAGCAGGAGTTTAACACTTCTCCCCAGCTACCATAGGTCTGTGACAGATGGTTGCTTACCCTTCAAGGCCTGTATCTTTCCTGTAGAGCCCCT
TAGTGGAGAGAGTCACCTCTCTTCTCGAGGTCGACGGTATCGATAAGCTAATTCCTGCAGCCCGGGGGATCCACTAGTTCTAGAGCGGCCGCCACCGCG
GTGGAGCTCGGTACCTATTTGGGGACCCCATAGAGCACTGCACTGACTGAGGGATGGTAACAGGATGTGTAGGTTTTGGAGGCCCATATGTCCATTCAT
GACCAGTGACTTGTCTCACAGCCATGCAACCCTTGCCTCCTGTGCTGACTTAGCAGGGGATAAAGTGAGAGAAAGCCTGGGCTAATCAGGGGGTCGCTC
AGCTCCTCCTAACTGGATTGTCCTATGTGTCTTTGCTTCTGTGCTGCTGATGCTCTGCCCTGTGCTGACATGACCTCCCTGGCAGTGGCACAACTGGAG
CTGGGTGGAGGCCCGTGACCTTCAGACCTTGGCACTGGAGGTGG 
 
 
Ø Exon4 of wild-type human pendrin 
(Expected size of the PCR product: 190+111 = 301-bp) 

CCTGGCCTGCCCAGGCTTTTGTCAACAGCACCTTTGTGGTTCTCACTTGGTGGAAGCTCTCTACCTGGTGTGTGGGGAGCGTGGATTCTTCTACACACC
CATGTCCCGCCGCGAAGTGGAGGACCCACAAGGTAAGCTCTGCTCCTGAATTAATTCTATCCCAAGTGCTAACTACCCTGTTTGTCTTTCACCCTTGAG
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ACCTTGTAAATTGTGCCCTAGGTGTGGAGGGTCTCAGGCTAACCAGTGGGGGGCACATTTCTGTGGGCAGCTAGACATATGTAAACATGGTAGCTGCCA
GGAAGGAGTGAGAATCCTTCCTTAAGTCTCCTAGGTGGTGACGGGTGGCTAGGCCCCAGGATAGGTACCGGGCCCCCCCGGTTACTTAAAGTATGGTTT
CTACTGAATGCATATTGCTTTTGCATCATCATAAAGGCAAAGTCATAAGTGGAACCATTGTAAGTTGAGGACTTTCTGCATACTGTAACTTTGGTTTGT
GAATGTAATCACTTTGCATGTGCTTTCAGGGATGGCATATGCCCTACTAGCTGCAGTTCCTGTCGGATATGGTCTCTACTCTGCTTTTTTCCCTATCCT
GACATACTTTATCTTTGGAACATCAAGACATATCTCAGTTGGTAATTATAAGTATATTTTACAATTATATTTGCTCATGTTTAAAGTGTTTTGGCTATA
TTAAGTGCATTATACCTCTATTAGGTTGGTGCAAAAGTAATTGCGGTTTTCACAATTATACTTTTAATTGTGAAAACCGCAATTACTCGAGGTCGACGG
TATCGATAAGCTAATTCCTGCAGCCCGGGGGATCCACTAGTTCTAGAGCGGCCGCCACCGCGGTGGAGCTCGGTACCTATTTGGGGACCCCATAGAGCA
CTGCACTGACTGAGGGATGGTAACAGGATGTGTAGGTTTTGGAGGCCCATATGTCCATTCATGACCAGTGACTTGTCTCACAGCCATGCAACCCTTGCC
TCCTGTGCTGACTTAGCAGGGGATAAAGTGAGAGAAAGCCTGGGCTAATCAGGGGGTCGCTCAGCTCCTCCTAACTGGATTGTCCTATGTGTCTTTGCT
TCTGTGCTGCTGATGCTCTGCCCTGTGCTGACATGACCTCCCTGGCAGTGGCACAACTGGAGCTGGGTGGAGGCCCGTGACCTTCAGACCTTGGCACTG
GAGGTGG 
 
 
Ø Exon5 of wild-type human pendrin 
(Expected size of the PCR product: 190+185 = 375-bp) 

CCTGGCCTGCCCAGGCTTTTGTCAACAGCACCTTTGTGGTTCTCACTTGGTGGAAGCTCTCTACCTGGTGTGTGGGGAGCGTGGATTCTTCTACACACC
CATGTCCCGCCGCGAAGTGGAGGACCCACAAGGTAAGCTCTGCTCCTGAATTAATTCTATCCCAAGTGCTAACTACCCTGTTTGTCTTTCACCCTTGAG
ACCTTGTAAATTGTGCCCTAGGTGTGGAGGGTCTCAGGCTAACCAGTGGGGGGCACATTTCTGTGGGCAGCTAGACATATGTAAACATGGTAGCTGCCA
GGAAGGAGTGAGAATCCTTCCTTAAGTCTCCTAGGTGGTGACGGGTGGCTAGGCCCCAGGATAGGTACCGGGCCCCCCCAGCCACTGGGTCCGGCTCAG
CTTCTTTCGTGAACAAACAATATTTTCCTAGTCACAGCTAAATCTTTTATACATTTTTTAAACCCTATGCAGACACATTGAACATTTGTGATTAATAAC
TGATTAATTGTTAGAGACTTTTTTTCCCCAGGACCTTTTCCAGTGGTGAGTTTAATGGTGGGATCTGTTGTTCTGAGCATGGCCCCCGACGAACACTTT
CTCGTATCCAGCAGCAATGGAACTGTATTAAATACTACTATGATAGACACTGCAGCTAGAGATACAGCTAGAGTCCTGATTGCCAGTGCCCTGACTCTG
CTGGTTGGAATTATACAGGTAATGAACTTACAAGTAAAATATAGATGGATGTAATTTTTATTTGAAATTAACTTTAAAGCATATAGACTTAAAGATTCT
ACTAAAAACAAAACAAAGTAATTTCCTGGAACCCAAAATTATTTTCTAAATTACGTTGTTTTAGGTCAGTCGAGGTCGACGGTATCGATAAGCTAATTC
CTGCAGCCCGGGGGATCCACTAGTTCTAGAGCGGCCGCCACCGCGGTGGAGCTCGGTACCTATTTGGGGACCCCATAGAGCACTGCACTGACTGAGGGA
TGGTAACAGGATGTGTAGGTTTTGGAGGCCCATATGTCCATTCATGACCAGTGACTTGTCTCACAGCCATGCAACCCTTGCCTCCTGTGCTGACTTAGC
AGGGGATAAAGTGAGAGAAAGCCTGGGCTAATCAGGGGGTCGCTCAGCTCCTCCTAACTGGATTGTCCTATGTGTCTTTGCTTCTGTGCTGCTGATGCT
CTGCCCTGTGCTGACATGACCTCCCTGGCAGTGGCACAACTGGAGCTGGGTGGAGGCCCGTGACCTTCAGACCTTGGCACTGGAGGTGG 
 
 
Ø Exon6 of wild-type human pendrin 
(Expected size of the PCR product: 190+165 = 355-bp) 

CCTGGCCTGCCCAGGCTTTTGTCAACAGCACCTTTGTGGTTCTCACTTGGTGGAAGCTCTCTACCTGGTGTGTGGGGAGCGTGGATTCTTCTACACACC
CATGTCCCGCCGCGAAGTGGAGGACCCACAAGGTAAGCTCTGCTCCTGAATTAATTCTATCCCAAGTGCTAACTACCCTGTTTGTCTTTCACCCTTGAG
ACCTTGTAAATTGTGCCCTAGGTGTGGAGGGTCTCAGGCTAACCAGTGGGGGGCACATTTCTGTGGGCAGCTAGACATATGTAAACATGGTAGCTGCCA
GGAAGGAGTGAGAATCCTTCCTTAAGTCTCCTAGGTGGTGACGGGTGGCTAGGCCCCAGGATAGGTACCGGGCCCCCCCAAGAAATTCATATTTTTTTC
TACCAGTATTTTTGTGCTATAGGCAGGCTACTAGTGTTTTCATTGGTATTAAGCTTGATGTAATATTTCCAGAGAGTAGGTTTCTATCTCAGGCAAACA
TTTAATTTTTCTTTCCTTTTCCTTATCGTAGTTGATATTTGGTGGCTTGCAGATTGGATTCATAGTGAGGTACTTGGCAGATCCTTTGGTTGGTGGCTT
CACAACAGCTGCTGCCTTCCAAGTGCTGGTCTCACAGCTAAAGATTGTCCTCAATGTTTCAACCAAAAACTACAATGGAGTTCTCTCTATTATCTATGT
AAGTGTTGCTTCTTGCTCCAGGGATGGGTCACTGTTCATTCCAGAAACAATTGTATTCATTCTCTGAGTCTGGGCCAGGCGTGGTGGCTCACACCTGTA
ATCCCAGCACTTTGGAAGGCCGAGGTGGGCAGATTGCTTGAGCCCAGGATCGAGGTCGACGGTATCGATAAGCTAATTCCTGCAGCCCGGGGGATCCAC
TAGTTCTAGAGCGGCCGCCACCGCGGTGGAGCTCGGTACCTATTTGGGGACCCCATAGAGCACTGCACTGACTGAGGGATGGTAACAGGATGTGTAGGT
TTTGGAGGCCCATATGTCCATTCATGACCAGTGACTTGTCTCACAGCCATGCAACCCTTGCCTCCTGTGCTGACTTAGCAGGGGATAAAGTGAGAGAAA
GCCTGGGCTAATCAGGGGGTCGCTCAGCTCCTCCTAACTGGATTGTCCTATGTGTCTTTGCTTCTGTGCTGCTGATGCTCTGCCCTGTGCTGACATGAC
CTCCCTGGCAGTGGCACAACTGGAGCTGGGTGGAGGCCCGTGACCTTCAGACCTTGGCACTGGAGGTGG 
 
 
Ø Exon7 and exon8 of wild-type human pendrin 
(Expected size of the PCR product: 190+153+83 = 426-bp) 

CCTGGCCTGCCCAGGCTTTTGTCAACAGCACCTTTGTGGTTCTCACTTGGTGGAAGCTCTCTACCTGGTGTGTGGGGAGCGTGGATTCTTCTACACACC
CATGTCCCGCCGCGAAGTGGAGGACCCACAAGGTAAGCTCTGCTCCTGAATTAATTCTATCCCAAGTGCTAACTACCCTGTTTGTCTTTCACCCTTGAG
ACCTTGTAAATTGTGCCCTAGGTGTGGAGGGTCTCAGGCTAACCAGTGGGGGGCACATTTCTGTGGGCAGCTAGACATATGTAAACATGGTAGCTGCCA
GGAAGGAGTGAGAATCCTTCCTTAAGTCTCCTAGGTGGTGACGGGTGGCTAGGCCCCAGGATAGGTACCGGGCCCCCCCTTACTGAAACTTTTGAGTGT
TGTTTGATGCTGATATCATGGTTTTTCATGTGGGAAGATTCATATGAGAATTGATTGTGTGTGTGTGCGTGTGTGTGTGCTCGTGTGCGTGTAGCAGCA
GGAAGTATATAAAATTATTTTCTTTTTATAGACGCTGGTTGAGATTTTTCAAAATATTGGTGATACCAATCTTGCTGATTTCACTGCTGGATTGCTCAC
CATTGTCGTCTGTATGGCAGTTAAGGAATTAAATGATCGGTTTAGACACAAAATCCCAGTCCCTATTCCTATAGAAGTAATTGTGGTAAGTAGAATATG
TAGTTAGAAAGTTCAGCATTATTTGGTTGACAAACAAGGAATTATTAAAACCAATGGAGTTTTTAACATCTTTTGTTTTATTTCAGACGATAATTGCTA
CTGCCATTTCATATGGAGCCAACCTGGAAAAAAATTACAATGCTGGCATTGTTAAATCCATCCCAAGGGGGTGAGTGTGGTGTTCCTCTTAGTACTAAT
ACATTAAGTCAGTAAGTCAGTCTTTTTTATTTAAATAAAACCTTTTATTACAAGCTTCATTTCACTGATACTCCTTCAATAGTCCTATTTGTGTGTGAT
CTGGAAGAAACAACCATAAGACTCGAGGTCGACGGTATCGATAAGCTAATTCCTGCAGCCCGGGGGATCCACTAGTTCTAGAGCGGCCGCCACCGCGGT
GGAGCTCGGTACCTATTTGGGGACCCCATAGAGCACTGCACTGACTGAGGGATGGTAACAGGATGTGTAGGTTTTGGAGGCCCATATGTCCATTCATGA
CCAGTGACTTGTCTCACAGCCATGCAACCCTTGCCTCCTGTGCTGACTTAGCAGGGGATAAAGTGAGAGAAAGCCTGGGCTAATCAGGGGGTCGCTCAG
CTCCTCCTAACTGGATTGTCCTATGTGTCTTTGCTTCTGTGCTGCTGATGCTCTGCCCTGTGCTGACATGACCTCCCTGGCAGTGGCACAACTGGAGCT
GGGTGGAGGCCCGTGACCTTCAGACCTTGGCACTGGAGGTGG 
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Ø Exon9 of wild-type human pendrin 
(Expected size of the PCR product: 190+148 = 338-bp) 

CCTGGCCTGCCCAGGCTTTTGTCAACAGCACCTTTGTGGTTCTCACTTGGTGGAAGCTCTCTACCTGGTGTGTGGGGAGCGTGGATTCTTCTACACACC
CATGTCCCGCCGCGAAGTGGAGGACCCACAAGGTAAGCTCTGCTCCTGAATTAATTCTATCCCAAGTGCTAACTACCCTGTTTGTCTTTCACCCTTGAG
ACCTTGTAAATTGTGCCCTAGGTGTGGAGGGTCTCAGGCTAACCAGTGGGGGGCACATTTCTGTGGGCAGCTAGACATATGTAAACATGGTAGCTGCCA
GGAAGGAGTGAGAATCCTTCCTTAAGTCTCCTAGGTGGTGACGGGTGGCTAGGCCCCAGGATAGGTACCGGGCCCCCCCTATCATGTATGTATTTCGTG
TGCTTTTTGTTCTTTTGGATCAAGTACTTTCATGTCTAATATGTGACTGAGCAGATATAGCATTTGATGAGATGGGGAAAAAGGATGGTGGTCAAATCT
TCACAGCATTTTTCACTTAAAAACTCACTAGGTTTTTGCCTCCTGAACTTCCACCTGTGAGCTTGTTCTCGGAGATGCTGGCTGCATCATTTTCCATCG
CTGTGGTGGCTTATGCTATTGCAGTGTCAGTAGGAAAAGTATATGCCACCAAGTATGATTACACCATCGATGGGAACCAGGTATGGGTGCCCTTTTGCT
GAACTGGTTTTATAGGGCTGGAAACAGGAAAAAAACATAAATGGAAAAGATTTTGGTGTCAGCTAAAGAAGGGGTTGGATTCTTTCACCAGACCTTATT
GGGTTGGTTTTCCTCTTGTGTTTGCTAATTAGTCGAGGTCGACGGTATCGATAAGCTAATTCCTGCAGCCCGGGGGATCCACTAGTTCTAGAGCGGCCG
CCACCGCGGTGGAGCTCGGTACCTATTTGGGGACCCCATAGAGCACTGCACTGACTGAGGGATGGTAACAGGATGTGTAGGTTTTGGAGGCCCATATGT
CCATTCATGACCAGTGACTTGTCTCACAGCCATGCAACCCTTGCCTCCTGTGCTGACTTAGCAGGGGATAAAGTGAGAGAAAGCCTGGGCTAATCAGGG
GGTCGCTCAGCTCCTCCTAACTGGATTGTCCTATGTGTCTTTGCTTCTGTGCTGCTGATGCTCTGCCCTGTGCTGACATGACCTCCCTGGCAGTGGCAC
AACTGGAGCTGGGTGGAGGCCCGTGACCTTCAGACCTTGGCACTGGAGGTGG 
 
 
Ø Exon10 of wild-type human pendrin 
(Expected size of the PCR product: 190+114 = 304-bp) 

CCTGGCCTGCCCAGGCTTTTGTCAACAGCACCTTTGTGGTTCTCACTTGGTGGAAGCTCTCTACCTGGTGTGTGGGGAGCGTGGATTCTTCTACACACC
CATGTCCCGCCGCGAAGTGGAGGACCCACAAGGTAAGCTCTGCTCCTGAATTAATTCTATCCCAAGTGCTAACTACCCTGTTTGTCTTTCACCCTTGAG
ACCTTGTAAATTGTGCCCTAGGTGTGGAGGGTCTCAGGCTAACCAGTGGGGGGCACATTTCTGTGGGCAGCTAGACATATGTAAACATGGTAGCTGCCA
GGAAGGAGTGAGAATCCTTCCTTAAGTCTCCTAGGTGGTGACGGGTGGCTAGGCCCCAGGATAGGTACCGGGCCCCCCCCCCAAGTACCTATCACGGTA
AAAATTAAATTGGACCACCACGCAGAGTAGGCATGGGAGTTTTCATTCTTAATGTACTTCCTGAAATACTCAGCGAAGGTCTTGCAAAGATTCAATTTG
TAGGATCGTTGTCATCCAGTCTCTTCCTTAGGAATTCATTGCCTTTGGGATCAGCAACATCTTCTCAGGATTCTTCTCTTGTTTTGTGGCCACCACTGC
TCTTTCCCGCACGGCCGTCCAGGAGAGCACTGGAGGAAAGACACAGGTAGGAACAACAGCCTTATGATATCCATCTCAGAGAACAAGTCGAGGAATGGC
AACAGAGGAAGGCTCGCACCGAGCTTAGCAGGACAATTTGCCTTTCAGACTTGTACTTCCTAATCTGATTCACCTCAGGCCTATTCCTCTTGTTCCATC
GAGGTCGACGGTATCGATAAGCTAATTCCTGCAGCCCGGGGGATCCACTAGTTCTAGAGCGGCCGCCACCGCGGTGGAGCTCGGTACCTATTTGGGGAC
CCCATAGAGCACTGCACTGACTGAGGGATGGTAACAGGATGTGTAGGTTTTGGAGGCCCATATGTCCATTCATGACCAGTGACTTGTCTCACAGCCATG
CAACCCTTGCCTCCTGTGCTGACTTAGCAGGGGATAAAGTGAGAGAAAGCCTGGGCTAATCAGGGGGTCGCTCAGCTCCTCCTAACTGGATTGTCCTAT
GTGTCTTTGCTTCTGTGCTGCTGATGCTCTGCCCTGTGCTGACATGACCTCCCTGGCAGTGGCACAACTGGAGCTGGGTGGAGGCCCGTGACCTTCAGA
CCTTGGCACTGGAGGTGG 
 
 
Ø Exon11 + exon12 of wild-type human pendrin 
(Expected size of the PCR product: 190+78+96 = 364-bp) 

CCTGGCCTGCCCAGGCTTTTGTCAACAGCACCTTTGTGGTTCTCACTTGGTGGAAGCTCTCTACCTGGTGTGTGGGGAGCGTGGATTCTTCTACACACC
CATGTCCCGCCGCGAAGTGGAGGACCCACAAGGTAAGCTCTGCTCCTGAATTAATTCTATCCCAAGTGCTAACTACCCTGTTTGTCTTTCACCCTTGAG
ACCTTGTAAATTGTGCCCTAGGTGTGGAGGGTCTCAGGCTAACCAGTGGGGGGCACATTTCTGTGGGCAGCTAGACATATGTAAACATGGTAGCTGCCA
GGAAGGAGTGAGAATCCTTCCTTAAGTCTCCTAGGTGGTGACGGGTGGCTAGGCCCCAGGATAGGTACCGGGCCCCCCCATCACTTTTCTCGACAGTAT
TGAGCAGAAGGGGGAGACAGGGAAGTATGAAGTGTGTCTGTGAACAGGCTGTCTCATACACACATCCAGTGAGCTGGAAGACACAAGGGAGAAGGACGA
ATCCTTTTCATAGGAGGTGTGTGTCTTCCAGGTTGCTGGCATCATCTCTGCTGCGATTGTGATGATCGCCATTCTTGCCCTGGGGAAGCTTCTGGAACC
CTTGCAGAAGGTATAACCCTGCTTCTCTGCATACCGATTGCATAATTTCCCTTCACTACTCTGCTACCAGATAAATAACAGGAGATTTAACAATCATCA
CATGGAAAACCATTCCCTGAATAACACAGCCTTCTCTGTCTCTCTTGGCAGTCGGTCTTGGCAGCTGTTGTAATTGCCAACCTGAAAGGGATGTTTATG
CAGCTGTGTGACATTCCTCGTCTGTGGAGACAGAATAAGATTGATGCTGTAAGTCACCTACCACCTATATTTATCTGAAATAAGATTTGGTTCTTATAT
GCTTCCTGCCATATCACTATATTCCCCCCATCCCCTAAGTCTCACTTGTGCTTTGGGAACTCCAGAGGAGAAATTAGAATTGTGGGGATAAATCAAAGC
TCGAGGTCGACGGTATCGATAAGCTAATTCCTGCAGCCCGGGGGATCCACTAGTTCTAGAGCGGCCGCCACCGCGGTGGAGCTCGGTACCTATTTGGGG
ACCCCATAGAGCACTGCACTGACTGAGGGATGGTAACAGGATGTGTAGGTTTTGGAGGCCCATATGTCCATTCATGACCAGTGACTTGTCTCACAGCCA
TGCAACCCTTGCCTCCTGTGCTGACTTAGCAGGGGATAAAGTGAGAGAAAGCCTGGGCTAATCAGGGGGTCGCTCAGCTCCTCCTAACTGGATTGTCCT
ATGTGTCTTTGCTTCTGTGCTGCTGATGCTCTGCCCTGTGCTGACATGACCTCCCTGGCAGTGGCACAACTGGAGCTGGGTGGAGGCCCGTGACCTTCA
GACCTTGGCACTGGAGGTGG 
 
 
Ø Exon13 of wild-type human pendrin 
(Expected size of the PCR product: 190+107 = 297-bp) 

CCTGGCCTGCCCAGGCTTTTGTCAACAGCACCTTTGTGGTTCTCACTTGGTGGAAGCTCTCTACCTGGTGTGTGGGGAGCGTGGATTCTTCTACACACC
CATGTCCCGCCGCGAAGTGGAGGACCCACAAGGTAAGCTCTGCTCCTGAATTAATTCTATCCCAAGTGCTAACTACCCTGTTTGTCTTTCACCCTTGAG
ACCTTGTAAATTGTGCCCTAGGTGTGGAGGGTCTCAGGCTAACCAGTGGGGGGCACATTTCTGTGGGCAGCTAGACATATGTAAACATGGTAGCTGCCA
GGAAGGAGTGAGAATCCTTCCTTAAGTCTCCTAGGTGGTGACGGGTGGCTAGGCCCCAGGATAGGTACCGGGCCCCCCCAGCCTGGGCAATAGAGTGTG
ACCCTATCTCAAAAGAAAAAAAAAAATGTAATTTGTTTGTGGATCATTGATCTTATTTTTATAGGTAGTTATCACATGATGGTACCTGATACATTAATA
TAATTCTTTTCATTTCTATTTTTTTCCCTAGGTTATCTGGGTGTTTACGTGTATAGTGTCCATCATTCTGGGGCTGGATCTCGGTTTACTAGCTGGCCT
TATATTTGGACTGTTGACTGTGGTCCTGAGAGTTCAGTTGTGAGTAACGTAAAACCCAGATTTCCTATAAACAGAACAACACACTCTGAGCTTCCTTAT
ACCATTTTGATAAATATAGTGAAGCCACTTTCTTTCGTTATAGTTACTGTATATTGAGTGCTTCTATGCATTAAGCAGACAGTGTTTTACTCGAGGTCG
ACGGTATCGATAAGCTAATTCCTGCAGCCCGGGGGATCCACTAGTTCTAGAGCGGCCGCCACCGCGGTGGAGCTCGGTACCTATTTGGGGACCCCATAG
AGCACTGCACTGACTGAGGGATGGTAACAGGATGTGTAGGTTTTGGAGGCCCATATGTCCATTCATGACCAGTGACTTGTCTCACAGCCATGCAACCCT
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TGCCTCCTGTGCTGACTTAGCAGGGGATAAAGTGAGAGAAAGCCTGGGCTAATCAGGGGGTCGCTCAGCTCCTCCTAACTGGATTGTCCTATGTGTCTT
TGCTTCTGTGCTGCTGATGCTCTGCCCTGTGCTGACATGACCTCCCTGGCAGTGGCACAACTGGAGCTGGGTGGAGGCCCGTGACCTTCAGACCTTGGC
ACTGGAGGTGG 
 
 
Ø Exon14 of wild-type human pendrin 
(Expected size of the PCR product: 190+70 = 260-bp) 

CCTGGCCTGCCCAGGCTTTTGTCAACAGCACCTTTGTGGTTCTCACTTGGTGGAAGCTCTCTACCTGGTGTGTGGGGAGCGTGGATTCTTCTACACACC
CATGTCCCGCCGCGAAGTGGAGGACCCACAAGGTAAGCTCTGCTCCTGAATTAATTCTATCCCAAGTGCTAACTACCCTGTTTGTCTTTCACCCTTGAG
ACCTTGTAAATTGTGCCCTAGGTGTGGAGGGTCTCAGGCTAACCAGTGGGGGGCACATTTCTGTGGGCAGCTAGACATATGTAAACATGGTAGCTGCCA
GGAAGGAGTGAGAATCCTTCCTTAAGTCTCCTAGGTGGTGACGGGTGGCTAGGCCCCAGGATAGGTACCGGGCCCCCCCTCAGAGTTAGCTACAGGAAA
ATGTCATCTGCAATAAAGACAGAGTCCAAAACACCAGAATGATGGGCTCTTTAGTAGCTGTTGTTTTTAACTTTTTATTCCAAAATACGGCTGTTCCAA
AAAATCTTGACCTTGATATTTTTTCTTCTAGTCCTTCTTGGAATGGCCTTGGAAGCATCCCTAGCACAGATATCTACAAAAGTACCAAGAATTACAAAA
ACGTAAGTACCTTTGTGAGACATTTGCTGGACTTGGGTTTACTAGCCTGAAGTTTCAGCAGCTCCATTTTACGTACAAGGTAGCCAAAGGGAGAAAATG
CCTATTGGGAAAGTCTGTTAGTCCACAGGGAGTGTCATGAAAACTTTTGATCCTCGAGGTCGACGGTATCGATAAGCTAATTCCTGCAGCCCGGGGGAT
CCACTAGTTCTAGAGCGGCCGCCACCGCGGTGGAGCTCGGTACCTATTTGGGGACCCCATAGAGCACTGCACTGACTGAGGGATGGTAACAGGATGTGT
AGGTTTTGGAGGCCCATATGTCCATTCATGACCAGTGACTTGTCTCACAGCCATGCAACCCTTGCCTCCTGTGCTGACTTAGCAGGGGATAAAGTGAGA
GAAAGCCTGGGCTAATCAGGGGGTCGCTCAGCTCCTCCTAACTGGATTGTCCTATGTGTCTTTGCTTCTGTGCTGCTGATGCTCTGCCCTGTGCTGACA
TGACCTCCCTGGCAGTGGCACAACTGGAGCTGGGTGGAGGCCCGTGACCTTCAGACCTTGGCACTGGAGGTGG 
 
 
Ø Exon15 of wild-type human pendrin 
(Expected size of the PCR product: 190+93 = 283-bp) 

CCTGGCCTGCCCAGGCTTTTGTCAACAGCACCTTTGTGGTTCTCACTTGGTGGAAGCTCTCTACCTGGTGTGTGGGGAGCGTGGATTCTTCTACACACC
CATGTCCCGCCGCGAAGTGGAGGACCCACAAGGTAAGCTCTGCTCCTGAATTAATTCTATCCCAAGTGCTAACTACCCTGTTTGTCTTTCACCCTTGAG
ACCTTGTAAATTGTGCCCTAGGTGTGGAGGGTCTCAGGCTAACCAGTGGGGGGCACATTTCTGTGGGCAGCTAGACATATGTAAACATGGTAGCTGCCA
GGAAGGAGTGAGAATCCTTCCTTAAGTCTCCTAGGTGGTGACGGGTGGCTAGGCCCCAGGATAGGTACCGGGCCCCCCCAGAAAAGAAAGAAAAGTTGA
GTGCTGCTACCCAGCTCCTCTGAGCAACTGTGACTTGACTCCTTGCTAAGTAGCCAGAAATGTAATTAAATACTTGAGGCTTGAAATTATTTAATCCCA
GACAATTTCTTTTAATGCCAGATTGAAGAACCTCAAGGAGTGAAGATTCTTAGATTTTCCAGTCCTATTTTCTATGGCAATGTCGATGGTTTTAAAAAA
TGTATCAAGTCCACAGTAAGTATTTTATCCCTAGAAATTTGTTTTCTAACCTCTTTTGAGACTTCATTCATTCTACAAGTATTTACTGGGGTCCAATCA
GGAATAGGCCCTAGACCCTCTTCCCTTTGTGTAGGGCAATGAGAATTAAAATATAACATCCTTGCCTCGAGGTCGACGGTATCGATAAGCTAATTCCTG
CAGCCCGGGGGATCCACTAGTTCTAGAGCGGCCGCCACCGCGGTGGAGCTCGGTACCTATTTGGGGACCCCATAGAGCACTGCACTGACTGAGGGATGG
TAACAGGATGTGTAGGTTTTGGAGGCCCATATGTCCATTCATGACCAGTGACTTGTCTCACAGCCATGCAACCCTTGCCTCCTGTGCTGACTTAGCAGG
GGATAAAGTGAGAGAAAGCCTGGGCTAATCAGGGGGTCGCTCAGCTCCTCCTAACTGGATTGTCCTATGTGTCTTTGCTTCTGTGCTGCTGATGCTCTG
CCCTGTGCTGACATGACCTCCCTGGCAGTGGCACAACTGGAGCTGGGTGGAGGCCCGTGACCTTCAGACCTTGGCACTGGAGGTGG 
 
 
Ø Exon16 of wild-type human pendrin 
(Expected size of the PCR product: 190+96 = 286-bp) 

CCTGGCCTGCCCAGGCTTTTGTCAACAGCACCTTTGTGGTTCTCACTTGGTGGAAGCTCTCTACCTGGTGTGTGGGGAGCGTGGATTCTTCTACACACC
CATGTCCCGCCGCGAAGTGGAGGACCCACAAGGTAAGCTCTGCTCCTGAATTAATTCTATCCCAAGTGCTAACTACCCTGTTTGTCTTTCACCCTTGAG
ACCTTGTAAATTGTGCCCTAGGTGTGGAGGGTCTCAGGCTAACCAGTGGGGGGCACATTTCTGTGGGCAGCTAGACATATGTAAACATGGTAGCTGCCA
GGAAGGAGTGAGAATCCTTCCTTAAGTCTCCTAGGTGGTGACGGGTGGCTAGGCCCCAGGATAGGTACCGGGCCCCCCCAGATCTACTCCATCAGACCT
TACAATTTCTTTTTTGGCAGGATAGCTCAAGGAATTATACCCTTTGAGAAATAGCCTTTCCAGATAACAGTTGCCATTAATAAGCTTTAGGTGCCAGGC
ATTTTAAGTAACTTGACATTTATTTCCAAAGGTTGGATTTGATGCCATTAGAGTATATAATAAGAGGCTGAAAGCGCTGAGGAAAATACAGAAACTAAT
AAAAAGTGGACAATTAAGAGCAACAAAGGTGAGATGACATCTTTCTTTTCCCCCTTAAATTATTTCCTTTCCCTGATGAGAGCAGTTAGAGGGTCTAAA
ATTAAATCTATCCTCTTTAGTATCCAGATGTGAATGAACAAATGACATGTACGTATCAAAGAACAACTGAGCTATTCTTTCGAGGTCGACGGTATCGAT
AAGCTAATTCCTGCAGCCCGGGGGATCCACTAGTTCTAGAGCGGCCGCCACCGCGGTGGAGCTCGGTACCTATTTGGGGACCCCATAGAGCACTGCACT
GACTGAGGGATGGTAACAGGATGTGTAGGTTTTGGAGGCCCATATGTCCATTCATGACCAGTGACTTGTCTCACAGCCATGCAACCCTTGCCTCCTGTG
CTGACTTAGCAGGGGATAAAGTGAGAGAAAGCCTGGGCTAATCAGGGGGTCGCTCAGCTCCTCCTAACTGGATTGTCCTATGTGTCTTTGCTTCTGTGC
TGCTGATGCTCTGCCCTGTGCTGACATGACCTCCCTGGCAGTGGCACAACTGGAGCTGGGTGGAGGCCCGTGACCTTCAGACCTTGGCACTGGAGGTGG 
 
 
Ø Exon17 of wild-type human pendrin 
(Expected size of the PCR product: 190+231 = 421-bp) 

CCTGGCCTGCCCAGGCTTTTGTCAACAGCACCTTTGTGGTTCTCACTTGGTGGAAGCTCTCTACCTGGTGTGTGGGGAGCGTGGATTCTTCTACACACC
CATGTCCCGCCGCGAAGTGGAGGACCCACAAGGTAAGCTCTGCTCCTGAATTAATTCTATCCCAAGTGCTAACTACCCTGTTTGTCTTTCACCCTTGAG
ACCTTGTAAATTGTGCCCTAGGTGTGGAGGGTCTCAGGCTAACCAGTGGGGGGCACATTTCTGTGGGCAGCTAGACATATGTAAACATGGTAGCTGCCA
GGAAGGAGTGAGAATCCTTCCTTAAGTCTCCTAGGTGGTGACGGGTGGCTAGGCCCCAGGATAGGTACCGGGCCCCCCCGGGCTGAGGTGAAACCCATC
CTTAAAAATTCATCTCCTTGATGTCTTGCTTACCAAGGAACAGTGTGTAGGTCTTTTGGATAATTTGATATGAATGGTTGAAAGATTTCAAATCTTTGA
CAATTAAGTTGACAGTGTTTTCTTCGTTTAGAATGGCATCATAAGTGATGCTGTTTCAACAAATAATGCTTTTGAGCCTGATGAGGATATTGAAGATCT
GGAGGAACTTGATATCCCAACCAAGGAAATAGAGATTCAAGTGGATTGGAACTCTGAGCTTCCAGTCAAAGTGAACGTTCCCAAAGTGCCAATCCATAG
CCTTGTGCTTGACTGTGGAGCTATATCTTTCCTGGACGTTGTTGGAGTGAGATCACTGCGGGTGGTAAGGTTCTGGTTTTCTGAATTATACATTTGGAG
CTTTGGCAATAGTAAAATGATGTGGGTTGTCCAGTATTGCAACAGGGCAAATACATGGGCTTTGTAATTTTTCTAGGTGAATGCTTTTGTAAAAAAGTG
TAATATTTTAAAGCATTCGAGGTCGACGGTATCGATAAGCTAATTCCTGCAGCCCGGGGGATCCACTAGTTCTAGAGCGGCCGCCACCGCGGTGGAGCT



 

 

S15 
CGGTACCTATTTGGGGACCCCATAGAGCACTGCACTGACTGAGGGATGGTAACAGGATGTGTAGGTTTTGGAGGCCCATATGTCCATTCATGACCAGTG
ACTTGTCTCACAGCCATGCAACCCTTGCCTCCTGTGCTGACTTAGCAGGGGATAAAGTGAGAGAAAGCCTGGGCTAATCAGGGGGTCGCTCAGCTCCTC
CTAACTGGATTGTCCTATGTGTCTTTGCTTCTGTGCTGCTGATGCTCTGCCCTGTGCTGACATGACCTCCCTGGCAGTGGCACAACTGGAGCTGGGTGG
AGGCCCGTGACCTTCAGACCTTGGCACTGGAGGTGG 
 
 
Ø Exon18 of wild-type human pendrin 
(Expected size of the PCR product: 190+55 = 245-bp) 

CCTGGCCTGCCCAGGCTTTTGTCAACAGCACCTTTGTGGTTCTCACTTGGTGGAAGCTCTCTACCTGGTGTGTGGGGAGCGTGGATTCTTCTACACACC
CATGTCCCGCCGCGAAGTGGAGGACCCACAAGGTAAGCTCTGCTCCTGAATTAATTCTATCCCAAGTGCTAACTACCCTGTTTGTCTTTCACCCTTGAG
ACCTTGTAAATTGTGCCCTAGGTGTGGAGGGTCTCAGGCTAACCAGTGGGGGGCACATTTCTGTGGGCAGCTAGACATATGTAAACATGGTAGCTGCCA
GGAAGGAGTGAGAATCCTTCCTTAAGTCTCCTAGGTGGTGACGGGTGGCTAGGCCCCAGGATAGGTACCGGGCCCCCCCACCTCCATGGTTTTGCAATA
ATAACCTTTCCTTAAAGTCCTGATTAACCATGAAAGTAATAATGTTTCTCCTGAGCAAGTAACTGAATGCTACTGAATTATGGGCAGATAAGGTTGTTA
ATTGTTACAAACTCTCCTTTTTTATTTTTAGATTGTCAAAGAATTCCAAAGAATTGATGTGAATGTGTATTTTGCATCACTTCAAGGTAAATACATATA
TCTACATATCTACCTGTAAGACTTTCCCGTAAGCCCTTTCTCCTATCTGGGACTGTGGTCACATTATGTCTGAAGGCCTTTTTTTTTTTTCTTTTAAAG
ATCTCAATTGTCATTATTTGCAGTTCTGGAATCTGGCATCGAGGTCGACGGTATCGATAAGCTAATTCCTGCAGCCCGGGGGATCCACTAGTTCTAGAG
CGGCCGCCACCGCGGTGGAGCTCGGTACCTATTTGGGGACCCCATAGAGCACTGCACTGACTGAGGGATGGTAACAGGATGTGTAGGTTTTGGAGGCCC
ATATGTCCATTCATGACCAGTGACTTGTCTCACAGCCATGCAACCCTTGCCTCCTGTGCTGACTTAGCAGGGGATAAAGTGAGAGAAAGCCTGGGCTAA
TCAGGGGGTCGCTCAGCTCCTCCTAACTGGATTGTCCTATGTGTCTTTGCTTCTGTGCTGCTGATGCTCTGCCCTGTGCTGACATGACCTCCCTGGCAG
TGGCACAACTGGAGCTGGGTGGAGGCCCGTGACCTTCAGACCTTGGCACTGGAGGTGG 
 
 
Ø Exon19 of wild-type human pendrin 
(Expected size of the PCR product: 190+146 = 336-bp) 

CCTGGCCTGCCCAGGCTTTTGTCAACAGCACCTTTGTGGTTCTCACTTGGTGGAAGCTCTCTACCTGGTGTGTGGGGAGCGTGGATTCTTCTACACACC
CATGTCCCGCCGCGAAGTGGAGGACCCACAAGGTAAGCTCTGCTCCTGAATTAATTCTATCCCAAGTGCTAACTACCCTGTTTGTCTTTCACCCTTGAG
ACCTTGTAAATTGTGCCCTAGGTGTGGAGGGTCTCAGGCTAACCAGTGGGGGGCACATTTCTGTGGGCAGCTAGACATATGTAAACATGGTAGCTGCCA
GGAAGGAGTGAGAATCCTTCCTTAAGTCTCCTAGGTGGTGACGGGTGGCTAGGCCCCAGGATAGGTACCGGGCCCCCCCGGGGATCACTTGAACTTGGG
ACGCGGAGGTTGCAGTGAGCAATGATGCCACTGCACTCCAGCCTGGGCAATAGAATGAGACTCTGTCTCAAAAACAAACAAAAATTTCTTTTCCTAGGA
ACTAACAAAACATTGTGTCTTTCTTTTGAAGATTATGTGATAGAAAAGCTGGAGCAATGCGGGTTCTTTGACGACAACATTAGAAAGGACACATTCTTT
TTGACGGTCCATGATGCTATACTCTATCTACAGAACCAAGTGAAATCTCAAGAGGGTCAAGGTTCCATTTTAGAAACGGTAAATATTCAACCTTTCTAC
AGATGTATCTTTTCTAAACTATCATGATTTCTATAAATGGCAAACATTACACAAGTCTAGTCTAGCTGTTGAATTTTAAGCTACCTATATAACTTCATG
GAGCCTCAGTTTTTTCATCAGTAAAATGGATCGAGGTCGACGGTATCGATAAGCTAATTCCTGCAGCCCGGGGGATCCACTAGTTCTAGAGCGGCCGCC
ACCGCGGTGGAGCTCGGTACCTATTTGGGGACCCCATAGAGCACTGCACTGACTGAGGGATGGTAACAGGATGTGTAGGTTTTGGAGGCCCATATGTCC
ATTCATGACCAGTGACTTGTCTCACAGCCATGCAACCCTTGCCTCCTGTGCTGACTTAGCAGGGGATAAAGTGAGAGAAAGCCTGGGCTAATCAGGGGG
TCGCTCAGCTCCTCCTAACTGGATTGTCCTATGTGTCTTTGCTTCTGTGCTGCTGATGCTCTGCCCTGTGCTGACATGACCTCCCTGGCAGTGGCACAA
CTGGAGCTGGGTGGAGGCCCGTGACCTTCAGACCTTGGCACTGGAGGTGG 
 
 
 
  



 

 

S16 
Supp. Table S1. SLC26A4 genotype and clinical phenotype of subjects. 
 

 
  



 

 

S17 
Supp. Table S2. A summary of novel pendrin missense variants. 
 

 
  



 

 

S18 
Supp. Table S3. A summary of HCO3

-/Cl- antiport activities measured under a high Cl- condition (1 µg/mL doxycycline). 
 

 


