Supporting Information

Table S1. Prognostic clinical indicators in univariate survival analysis in TCGA dataset.

Clinical Index beta HR (95% CI for HR)  wald.test  p.value
Sex. -0.31 0.74 (0.45-1.2) 15 0.23
Age. 0.75 2.1(1.3-3.5) 8.7 0.0032
WBC. 0.24 1.3 (0.74-2.2) 0.76 0.38
BM_Blast. -0.0056 0.99 (0.98-1) 0.66 0.42
PML_RARA. 0 1(1-1) NA NA
MLL_partner. 0 1(1-1) NA NA
MYH11_CBFB. 0 1(1-1) NA NA
RUNX1 _RUNXI1T1. 0 1(1-1) NA NA
MLLT10_partner. 0 1(1-1) NA NA
BCR_ABL. 0 1(1-1) NA NA
GPR128 TFG. 0 1(1-1) NA NA
NUP98_NSD1. -1.8 0.17 (0.038-0.74) 5.6 0.018
MLL_PTD. 0.48 1.6 (0.76-3.4) 1.6 0.21
FLT3. -0.46 0.63(0.38-1.1) 3.1 0.078
NPML1. 0.15 1.2 (0.71-1.9) 0.37 0.54
DNMT3A. -0.44 0.64 (0.39-1.1) 2.8 0.093
IDH2. -0.39 0.68 (0.34-1.3) 1.2 0.27
IDH1. 1.2 3.2(1.2-8.9) 5 0.026
RUNX1. -0.58 0.56 (0.28-1.1) 2.8 0.097
TET2. 0.45 1.6 (0.75-3.3) 1.4 0.23
TP53. -0.95 0.39 (0.052-2.9) 0.87 0.35
NRAS. 0.9 2.4 (0.77-7.8) 2.3 0.13
CEBPA. 0.14 1.2 (0.5-2.7) 0.11 0.74
WT1. -0.1 0.9 (0.36-2.3) 0.05 0.83
PTPN11. -0.21 0.81 (0.33-2) 0.2 0.66
KIT. 0 1(1-1) NA NA
KRAS. 0.032 1(0.25-4.2) 0 0.96
MT_CO2. -1.1 0.34 (0.081-1.4) 2.2 0.14
TTN. -0.78 0.46 (0.19-1.1) 3.2 0.073
U2AF1. 17 2.6e+07 (0-Inf) 0 1
SMCI1A. -0.7 0.5(0.18-1.4) 1.8 0.18
SMCs. -0.74 0.48 (0.17-1.3) 2 0.16
STAG2. 0.16 1.2 (0.42-3.2) 0.09 0.76
MT_CYB. -1.4 0.24 (0.072-0.81) 5.3 0.022
PHF6. -0.18 0.84 (0.26-2.7) 0.09 0.77
FAB NA NA 5.02 0.54
FAB.M1 -0.84353 0.43 (0.14-1.3) NA 0.140695
FAB.M2 -0.61088 0.54 (0.18-1.7) NA 0.284304
FAB.M3 NA NA NA NA

FAB.M4 -0.25097 0.78 (0.26-2.3) NA 0.654013



FAB.M5
FAB.M6
FAB.M7

0.45 (0.13-1.6)

NA
NA NA
1.5 (0.17-14) NA

0.211716
NA
0.716368

Table S2. 203 genes independent of the eight clinical indicators in the TCGA CN-AML cohort

(P<0.05).

Gene beta HR (95% CI for HR) p.value
FAMB4A -1.1 0.32(0.14-0.77) 0.01
KBTBD11 -1.1 0.34 (0.18-0.67) 0.0015
FBX025 -1 0.35(0.18-0.68) 0.002

ASCL2 -1 0.36 (0.19-0.66) 0.001

PCK2 -1 0.36 (0.2-0.64) 0.00054

CDCA5 -0.99 0.37 (0.2-0.67) 0.0011
AKAP2 -0.96 0.38 (0.17-0.88) 0.023
PALM2 -0.96 0.38(0.17-0.88) 0.023
CRIM1 -0.93 0.4 (0.2-0.79) 0.0081
CPD -0.88 0.41 (0.21-0.82) 0.011
FOXN3 -0.89 0.41 (0.21-0.82) 0.011
BEND3 -0.9 0.41 (0.22-0.76) 0.0045
LOC643837 -0.89 0.41 (0.22-0.76) 0.0045
APOD -0.86 0.42 (0.22-0.83) 0.012

HES6 -0.87 0.42 (0.23-0.78) 0.0061

CDT1 -0.85 0.43 (0.23-0.79) 0.0071

CBX2 -0.84 0.43 (0.23-0.8) 0.0076

NNMT -0.85 0.43 (0.24-0.78) 0.0051
ERAP2 -0.82 0.44 (0.25-0.77) 0.0042

LUM -0.81 0.44 (0.25-0.79) 0.006

FLI1 -0.81 0.45 (0.24-0.82) 0.0094

CYL7 -0.8 0.45 (0.24-0.86) 0.015

CATSPER2P1 -0.81 0.45 (0.25-0.8) 0.0073
MTMR6 -0.79 0.45 (0.25-0.81) 0.008
CERK -0.78 0.46 (0.22-0.96) 0.039
APOE -0.78 0.46 (0.24-0.87) 0.017
ZNF491 -0.77 0.46 (0.26-0.81) 0.0068
FGD5 -0.75 0.47 (0.24-0.94) 0.034
TK1 -0.76 0.47 (0.26-0.83) 0.0093
DDIT4L -0.75 0.47 (0.26-0.88) 0.018
P2RY8 -0.75 0.47 (0.27-0.84) 0.01
M6PR -0.75 0.47 (0.28-0.81) 0.0066
CCL14 -0.74 0.48 (0.24-0.93) 0.03
IGFBP3 -0.74 0.48 (0.25-0.91) 0.024
LBR -0.74 0.48 (0.25-0.92) 0.027
TROAP -0.73 0.48 (0.26-0.88) 0.019
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Fig. S1 Performance of other scoring models in CN-AML cohorts

a. Kaplan—-Meier estimates of OS using median threshold of LSC17 score in three datasets with
expression of genes in LSC17 score available.

b. Kaplan—Meier estimates of OS using median threshold of 7-gene score by Marcucci et.al. in two
datasets with expression of genes in the scoring model available.

c. Kaplan—Meier estimates of OS using median threshold of 6-gene score by Chen et.al. in five datasets
with expression of genes in the scoring model available.



