Supplementary Table S1.
Deduced amino acid sequences of genes proposed to be involved in iron cycling in the
Telmatospirillum MAG.

>SAT7853BIN3 00738 Urocanate reductase
MSKTEVSRRSLLOQAVTVGAVAVGGGAALNMAVPGTAEALVRKLPGNWDETWDVIVVGSGFEF
AGLAAAAESAAAGAKTILLEKMPSYGGNSITINGGVFAAWDDKWHYREKLNLGTDSPEQHF
QDILKGGDYYSIPELAKLVADGSADALAWVVDEGGAELRPTVTRAGGHTAYRTHAAKSGV
GREYTEALRKIAEKHGVKPTLGTEVTWIWRADADPKSPVLGVEVKRGKKVMNLKANKAVI
LASGGFSONVDMRMSHNPRLTSDYNCTNHKGATGEIHKFAQAVGADTLOMNEFIQLYPYAE
PETGLLDAQAVYPENGPGYGILYVSKQGKRFVNELERRDVVAYAQINLGKDAKPTWSIFET
EAMILPMGGAPEETEDGLKRGRFVKADTIPELAQKCKIPSDTLVDTVNKYIQYHKDGKDP
EFNKPITPAMFSLEKGPYYATAQWPAVHFCMGGLRTNAKTQVIDVFGSPIPKLYAAGEVV
GGVHGSNRLGSNAIPTCIVFGRTAGRNAVLD

>SAT853BIN3 04245 Denitrification system component NirT
MNOSDEMVERRRPTLWGLAVGIWGFLARPSAQLSLGLLLLTGFLAGILEFWGGENWGLEMT
NNETFCRSCHEMDONSYREYRTSVHDONHAGVRATCPDCHVPHDWVHKMKRKIAASSEVE
HHLTGEIDTREKFEAKRLDLARSVWQTMKETDSRECRNCHSFDSMDLARQTDRARVAHTD
AETDGRTCIDCHKGIAHRLPAGMTEAERELNQSMPVGNRR

>SAT853BIN3 04711 Cytochrome c-552
MNPKVSVSSLLASVAFLALAAMPAQATIDWSGVQGKDVVLLYPGQASLEWVLTNGEHDGAA
KFKQGKNCKECHIGEENKMGPLAASGKVNEPQPTAGKPGTIPAKVKVAHDADTLYVHLEF
AEGTQPDAKQDAKYATKVSMMLSDGKVPEADRAGCWAACHDDSTDMASASGATRTKYLGK
PRAKITRPGGGDEMKSADELAKLKADGYGLEYWEAELNPGSPAHAAAYTVEFDKREEAKPA
AVAAEASFANGTWSVTLSRKLHAGAPYKDIDPGKSFTVGFATHAGHTARRFHYVSIDQSL
VLDQGTADFVAAKK

>SA7853BIN3 04712 hypothetical protein
MIFRKLVIGLVSGLAITLSSAAARAAEDPAPATTPAVYAEKGDQTCLKCHDNEQVTSILK
TPHGTKGDIRTPAANHGCESCHGASPEHVASRPAKGEKKALPATRFSGPNISPVADRNAV
CLTCHENSARINWOGSQHASNDVACSTCHTVHAQKDPVLVKATQPDKCEFTCHAQQRAESE
QRSHHPVREGKVSCADCHNVHGSPGPKLVKEVSINETCYNCHAEKRGPMLWEHQPVRENC
DNCHTPHGSSQAALLTERMPYLCSSCHSATGNNSGGWFGGSRSLPGHSPSNAVMNNELNN
RSCLNCHSNIHGSNSPGGQAFLR

>SAT7853BIN3 04713 hypothetical protein
MKKQYSLRFLALAGVCLAPLAAQAQDEDLGDAPQAAAPAKQYTNEIDVGVRYQSSTSPLY
GRYTGTDSKGEFGSLGGFHLESTMTPASGAPLKVEATGTNLNFQPDHQGPNNALAPESEVN
VSAGQOGIWKAGAYYNAITYTGOKFLTPYTASGNLAPGQOQAFGGQTITGYTAAGVPILSA
VPAAGKPGTAAYYVNNAFPEFQTTAGTRRDIGGVDGKYIIDAWTITTGFRHEHKEGTTLQ
TMYTSNAGIAFPQPVNYDTDRYNVTAAFNTRRLOAQLGYNESKESDNASEFEFTSPYLFATS
ATAQSVSVYSQPPSNFAHYVNGAAGYNLTPTTRITSNFQYGLEMSDGALGAGTATPLSET
GGAASAARLALNPGGDOMARVYNANLGVTSRPMAGLDVKVGYGIDGRENSSSPMTVYGNS
HGDGAPALIGNILOONWTKQKATLEAGYKVLPNTKVSVGYRLDDVHRSAGAVASLPMSSL
GWVGHSTENTEWIKVSDHSLAQLDSSVTYEHAVRTGLMELAPGSGTVTNGQVONSSMPEY
EAPRTSDRVKLRADYMPADQWTIGANARYEANHYNYSSTITGTQRDYNTSAGPDITYSPT
KATSLHGFYTYEEIYYVNRGNGVPSTLNKNYGWSAATTDSVHTAGVSADWQVSERLKVGA
EYTFSYGDIGYNLYDGGLALNTATAASYYNVSNLPTIDSSMHSVKLRAEYKLTDATTLMG
GYGFDMYKDNDWSYGWSPGMASNASGLAAPLGVNTFTXXXGSPDFCPLGRSASSGPEFFET
LAGAQAPALFSSPWRERKLRPLFFLHSARHRRPA

>SAT7853BIN3 04795 Citrate synthase
MTQDENKDLVTLVDGASGQRFELPLTIPGTVGPKVIDIRSLYGLTGYFTYDPGYTSTGSCE
SKITYIDGDNGILLHRGYPIDQLAEHSDYLEVCYLLLRGELPDAKQKAKFEGDIRNHTMV
HEQINSFYRGFRRDAHPMAVMCGVVGALSAFYHDSLDIADPHQRMVASHRMIAKMPTIAA
WAYKYSRGEPFIYPRNSLSFAENFLHMMFATPCEEYKVNPVLARAMERILTILHADHEQNA
STSTVRMAGSSGANPFACIAAGIASLWGPAHGGANEAVLOMLTQIGSKERIPEFIARAKD
KNDPFRLMGFGHRVYKNYDPRAKVMQRTCHEVLDELGVRDEPLLELAMELERIALEDPYF
VDKKLYPNVDFYSGITFKAMGIPVSMFTVLFAVARTVGWVAQWNEMIGDPHQKIGRPRQL
YTGAAHRDFVPLHARG

>SAT7853BIN3 04796 hypothetical protein



MRTGVPMPDFDAWDIIKVPEFPYTDRPVREHRPAVVVAANGIQREHGLLWVLMITSAENRG
WPGDVGVSNLSEAGLPAESVVRTAKIATIEIKEAERIGSLPADDRILVAHYLTTGLARTT
N



