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SUPPORTING INFORMATION 
 

 
Supplementary Figure 1. The 374YPNT motif is buried in the BCAP ANK domain. 
Structural model of the BCAP ANK domain generated by the Phyre2 prediction server. Tyrosine 374 
and the remaining residues of the 374YPNT motif are highlighted in teal and represented as sticks. 
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Supplementary Figure 2. Complete BCAP binding profiles of the p85, Grb2, CRKL and PLC-𝛾2 
SH2 domains. 
(A) Peptide arrays were incubated with GST-tagged SH2 domains as indicated. Protein binding was 
visualised by immunoblotting. (B) Sequence overview of peptide arrays used in (A). For completeness 
this representation includes repeats of arrays showing interaction of p85 SH2 domains presented in 
Figure 5A. 
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Peptide Array 1:Grb(FL) 
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Supplementary Table 1. KinasePhos CSNK2 prediction BCAP of phosphorylation. 

 
 
Supplementary Table 2. Overview of constructs 

 
 

Position Target Residue Kinase Sequence SVM score

52 S CSNK2 GPEASFSAE 0.562
54 S CSNK2 EASFSAEDL 0.879
72 S CSNK2 VVLLSAELV 0.549
149 S CSNK2 SGCDSVTDT 0.586
213 S CSNK2 EAEFSPEDS 0.887
592 S CSNK2 RPQSSIYDP 0.730
720 S CSNK2 TDSTSSTAS 0.653
740 S CSNK2 LSVSSGMEG 0.895

Construct Domain boundaries Cloning method Template Vector

Grb2 SH2 86-179 LIC pGEX Grb2 pMCSG10
FLAG-Grb2 1-217 HindIII and XhoI pGEX Grb2 pcDNA3.1(+)
FLAG-CRKL 2-303 BamHI and XhoI pGEX-2T CRKL pcDNA3.1(+)
p85 N-SH2 359-478 LIC Myc-p85⍺ pMCSG10
p85 C-SH2 652-758 LIC Myc-p85⍺ pMCSG10
p85 SH3 39-121 LIC Myc-p85⍺ pMCSG10
PLC-γ2 N-SH2 534-634 LIC PLC-γ2-V5 pMCSG10
PLC-γ2 C-SH2 649-734 LIC PLC-γ2-V5 pMCSG10
PLC-γ2 SH3 769-829 LIC PLC-γ2-V5 pMCSG10
Myc-BCAP Y374F 1-805 SDM Myc-BCAP pcDNA3.1(+)
His-Avi-TEVcl-BCAP 2-805 HindIII and BamHI Myc-BCAP pcDNA3.1(+)
pMET7-GAG-BCAP 1-805 EcoRI and XbaI Myc-BCAP pMET7-GAG-PQS1-RAS 


