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Clustal Alignment of 146 Full-length Human L1 Sequences

250 500 750 1000 1250
Alignment Position

L1Hs consensus

L1PA2 consensus

20 60

0

250 500 750 1000 1250
Alignment Position

0

alignment consensus

0
20
40
60
80

100

%
 Id

en
tit

y

Clustal Alignment of 107 ORF2-intact Human L1 Sequences
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