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* Number of patients’ data used in the study from 
• no presurgical treatment group, n = 56
• 2 week’s presurgical AI group : n = 198 (157 + 41) 

Biopsies from two groups Control and AI-treated of   POET trial 
RNA was extracted, n=861

RNA integrity number <4 OR 
remaining RNA < 500 ng, n=256


