
Puccinia striiformis JGI V11 PST130 P495626

Neonectria ditissima KPM40796

Mucor ambiguus GAN05738

Magnaporthe poae MAPG_04050T0

Saccharomyces cerevisiae YKL141W

Pyrenochaeta sp ds3say3a OAL45154

Claviceps purpurea 20 1 CCE27746

Beauveria bassiana BB8028 0001g16270.1

Thielaviopsis punctulata KKA26549

Trichoderma harzianum KKO97926

Rhizopus microsporus ORE14469

Fusarium poae OBS28078

Ustilaginoidea virens KDB17256

Erysiphe necator KHJ35542

Ustilago hordei CCF48988

Diaporthe helianthi OCW44594

Pyrenophora teres EFQ89104

Leptosphaeria maculans CBY01524

Rhizoctonia solani AG 1 IB CCO28606

Allomyces macrogynus ATCC 38327 KNE72152

Bipolaris oryzae ATCC 44560 EUC40410

Laccaria bicolor S238N H82 EDR04047

Agaricus bisporus var burnettii JB137-S8 EKM77933

Fusarium verticillioides FVEG_06680T0

Rhynchosporium commune CZS89481

Tuber melanosporum CAZ81207

Zymoseptoria brevis KJX93482

Setosphaeria turcica ET28A EOA84199

Metarhizium anisopliae ARSEF 23 EFY94808

Geotrichum candidum CDO52552

Botrytis cinerea Bcin02p03080.1

Sclerotinia sclerotiorum EDN96735

Mucor circinelloides f circinelloides 1006phl EPB83288

Candida glabrata CAG58410

Tilletia controversa OAJ28728

Colletotrichum orbiculare ENH82303

Penicillium griseofulvum KXG50104

Magnaporthe oryzae MGG_04876T0

Ramularia collo-cygni AQT27053.1

Podospora anserina s mat CAP73308

Puccinia triticina PTTG_06374P0

Cryptococcus neoformans AAW40873

Claviceps purpurea 20 1 CCE29203

Alternaria alternata OAG23841

Penicillium digitatum PHI26 EKV14218

Penicillium griseofulvum KXG54301

Colletotrichum higginsianum CCF32420

Stagonospora sp src1lsm3a OAL04303

Ascochyta rabiei KZM19946

Pseudocercospora fijiensis CIRAD86 EME82143

Fusarium fujikuroi CCT72287

Baudoinia panamericana EMC94264.1

Aspergillus nidulans CBF78009

Saccharomyces cerevisiae YMR118C

Rhizophagus irregularis DAOM 181602 GCA 000439145 ESA12792

Gaeumannomyces graminis EJT76141

Ustilago maydis KIS67951

Pseudocercospora musae KXT11278.1

Pleurotus ostreatus PC15 KDQ32190

Mucor circinelloides f circinelloides 1006PHL EPB86119

Hortaea werneckii EXF-2000 OTA37085.1

Histoplasma capsulatum NAM1 EDN02732

Marssonina brunnea f sp multigermtubi MB M1 EKD13396

Laccaria bicolor S238N H82 EDR11260

Fusarium oxysporum FOXG_09077P0

Conidiobolus coronatus NRRL 28638 KXN74823

Pyrenophora triticirepentis EDU44013

Neurospora crassa EAA29313

Verticillium dahliae EGY18980

Fusarium graminearum FGRAMPH1_01T28127

Fusarium poae OBS20157

Alternaria alternata OAG22416

Zymoseptoria brevis KJX97747

Candida albicans SC5314 KHC81241

Zymoseptoria tritici predicted full SDHC2 (evm.TU.chr_10.476.P1)

Phaeosphaeria nodorum SNOT_11157

Tilletia caries OAJ23286

Zymoseptoria tritici SDHC1 (Mycgr3P74581)

Fusarium verticillioides FVEG_07431T0

Agaricus bisporus var burnettii JB137-S8 EKM84350

Allomyces macrogynus ATCC 38327 KNE71354

Kluyveromyces lactis CAG99583

Dothistroma septosporum EME43696

Rhynchosporium secalis CZT50776

Fusarium culmorum FCUL_12001.1-mRNA-1

Ramularia collo-cygni CZT15401.1

Trichoderma harzianum KKP03828

Stemphylium lycopersici KNG46144

Colletotrichum graminicola EFQ35586

Aspergillus fumigatus EAL91633

Pseudocercospora musae KXT09113.1

Fusarium graminearum FGRAMPH1_01T04785

Blumeria graminis BLGH_06160-mRNA-1

Tuber melanosporum CAZ80166

Zygosaccharomyces rouxii CAR29929

Aureobasidium pullulans exf 150 KEQ86554

Puccinia graminis EFP76232

Zymoseptoria tritici SDHC3 (altSDHC) (ZT3D7_G4528)

Fusarium oxysporum FOXG_04307P0
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