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Nucleotide sequence of the EIN fusion construct used in the present work. Blocks are 
connected together as indicated in Figure 2 (see main text). 

 
NcoI recognition site 
5’-CCATGG-3’ 
 
Spacer  
5’-GCAGCAGC-3’ 
 
Histidine tag 
5’-CATCATCATCATCACCAT-3’ 
 
Spacer 
5’-AGCAGC-3’ 
 
EIN tag 
5’-ATTTCAGGCATTTTAGCATCCCCGGGTATCGCTTTCGGTAAAGCTCTGCTTCTGAAAGAA 
GACGAAATTGTCATTGACCGGAAAAAAATTTCTGCCGACCAGGTTGATCAGGAAGTTGAAC
GTTTTCTGAGCGGTCGTGCCAAGGCATCAGCCCAGCTGGAAACGATCAAAACGAAAGCTG
GTGAAACGTTCGGTGAAGAAAAAGAAGCCATCTTTGAAGGGCATATTATGCTGCTCGAAGA
TGAGGAGCTGGAGCAGGAAATCATAGCCCTGATTAAAGATAAGCACATGACAGCTGACGC
AGCTGCTCATGAAGTTATCGAAGGTCAGGCTTCTGCCCTGGAAGAGCTGGATGATGAATAC
CTGAAAGAACGTGCGGCTGACGTACGTGATATCGGTAAGCGCCTGCTGCGCAACATCCTG
GGCCTGAAGATTATCGACCTGAGCGCCATTCAGGATGAAGTCATTCTGGTTGCCGCTGAC
CTGACGCCGTCCGAAACCGCACAGCTGAACCTGAAGAAGGTGCTGGGTTTCATCACCGAC
GCGGGTGGCCGTACTTCCCACACCTCTATCATGGCGCGTTCTCTGGAACTACCTGCTATC
GTGGGTACCGGTAGCGTCACCTCTCAGGTGAAAAATGACGACTATCTGATTCTGGATGCC
GTAAATAATCAGGTTTACGTCAATCCAACCAACGAAGTTATTGATAAAATGCGCGCTGTTCA
GGAGCAAGTGGCTTCTGAA-3’ 
 
TEV recognition sequence 
5’-CATAGCAGCGAAAATCTGTATTTTCAGAGC-3’ 
 
NdeI recognition site 
5’-CATATG-3’ 
 
Alkbh5 
5’-CCGGAACGTAGCGATTATGAAGAACAGCAGCTGCAGAAAGAAGAAGAAGCACGTAAAG 
TTAAAAGCGGTATTCGTCAGATGCGTCTGTTTAGCCAGGATGAATGTGCAAAAATTGAAGC
CCGTATTGATGAAGTTGTTAGCCGTGCAGAAAAAGGCCTGTATAATGAACATACCGTTGAT
CGTGCACCGCTGCGCAATAAATACTTTTTTGGTGAAGGTTATACCTACGGTGCACAGCTGC
AAAAACGTGGTCCGGGTCAAGAACGTCTGTATCCGCCTGGTGATGTTGATGAAATTCCGGA
ATGGGTTCATCAGCTGGTTATTCAGAAACTGGTTGAACATCGTGTTATTCCGGAAGGTTTTG
TTAATAGCGCAGTGATCAATGATTATCAGCCTGGTGGTTGTATTGTGAGCCATGTTGATCC
GATTCATATTTTTGAACGTCCGATTGTTAGCGTGAGCTTTTTTAGCGATAGCGCACTGTGTT
TTGGTTGCAAATTTCAGTTTAAACCGATTCGTGTTAGCGAACCGGTTCTGAGCCTGCCGGT
TCGTCGTGGTAGCGTTACCGTTCTGAGCGGTTATGCAGCAGATGAAATTACCCATTGTATT
CGTCCGCAGGATATCAAAGAACGTCGTGCAGTTATTATTCTGCGTAAAACCCGTCTGGATG
CACCGCGTCTGTAA -3’ 
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FTO 
5’-ACCCCGAAAGACGACGAATTTTACCAGCAATGGCAACTGAAGTACCCGAAACTGATCCT 
GCGTGAAGCATCGAGCGTGAGCGAAGAACTGCATAAAGAAGTTCAAGAAGCATTTCTGAC
CCTGCATAAGCACGGCTGCCTGTTCCGTGATCTGGTGCGCATTCAGGGTAAAGACCTGCT
GACCCCGGTTAGCCGTATTCTGATCGGCAACCCGGGTTGTACGTATAAGTACCTGAATACC
CGCCTGTTTACGGTCCCGTGGCCGGTGAAAGGCTCTAACATTAAGCACACCGAAGCGGAA
ATCGCGGCCGCATGCGAAACGTTCCTGAAACTGAATGATTATCTGCAGATTGAAACCATCC
AAGCTCTGGAAGAACTGGCTGCGAAAGAAAAGGCTAACGAAGATGCGGTCCCGCTGTGTA
TGTCAGCGGACTTTCCGCGTGTGGGCATGGGTAGCTCTTATAATGGCCAAGATGAAGTTG
ACATCAAATCGCGCGCCGCATACAACGTCACGCTGCTGAATTTTATGGACCCGCAGAAAAT
GCCGTATCTGAAGGAAGAACCGTACTTCGGCATGGGTAAAATGGCGGTGTCATGGCATCA
CGATGAAAACCTGGTTGACCGTTCGGCTGTGGCGGTTTATTCATACTCGTGCGAAGGTCC
GGAAGAAGAAAGTGAAGATGACTCCCATCTGGAAGGCCGCGATCCGGACATTTGGCACGT
GGGTTTTAAAATTAGCTGGGATATTGAAACCCCGGGTCTGGCAATCCCGCTGCATCAGGGT
GACTGCTATTTTATGCTGGATGACCTGAATGCCACCCATCAGCACTGTGTTCTGGCAGGCA
GCCAACCGCGTTTCAGTTCCACGCACCGCGTCGCCGAATGTTCTACCGGTACGCTGGATT
ACATTCTGCAGCGTTGCCAACTGGCACTGCAGAACGTTTGTGATGACGTCGATAATGATGA
CGTCAGCCTGAAATCTTTTGAACCGGCCGTGCTGAAGCAGGGCGAAGAAATCCATAACGA
AGTTGAATTCGAATGGCTGCGCCAGTTTTGGTTCCAAGGTAATCGTTATCGCAAATGCACC
GATTGGTGGTGTCAGCCGATGGCCCAACTGGAAGCACTGTGGAAAAAGATGGAAGGCGTG
ACGAACGCAGTTCTGCATGAAGTCAAACGTGAAGGTCTGCCGGTGGAACAGCGCAACGAA
ATTCTGACCGCCATCCTGGCAAGTCTGACGGCTCGTCAGAATCTGCGTCGCGAATGGCAC
GCGCGCTGCCAATCCCGTATTGCTCGCACCCTGCCGGCGGATCAGAAACCGGAATGTCGT
CCGTACTGGGAAAAGGATGACGCCAGCATGCCGCTGCCGTTTGACCTGACCGACATCGTC
TCTGAACTGCGCGGCCAACTGCTGGAAGCGAAACCGTAA -3’ 
 
BamHI recognition site 
5’-GGATCC-3’ 
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Figure S1. Cristal structures of (a) human Alkbh5 (PDB code: 4NRO)1 and (b) FTO (PDB code: 
3LFM)2.  
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