Supplementary Figure 4.1. MS spectra showing the only three identified internally citrullinated
peptides along with e-value. The three peptides identified with an internal citrullination are
LDREGQD, IRIIQPIIR, and AGRIPK. All the identified internal citrullinations have been manually
validated as outlined in Results. Significant e-values (<0.01) were obtained and key fragment ions
observed. The third peptide (AGRIPK) was the only citrullinated peptide observed in the C351A

strain.
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