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C@?S Prochlorococcus_marinus_MIT_9303_P9303_30061
5_Prochlorococcus_marinus_MIT_9313_PMT_2258
e Prochlorococcus_marinus_MIT_9211_P9211_18421
1 §325_Prochlorococcus_marinus_NATL1A_NATL1_21881
LLO1§§57PrOCh\orococcusimannusiNATLZAiPMNQAJ315
: rochlorococcus_sp.
25_Prochl MIT_0801_EW15_2274
1325_Prochlorococcus_marinus_CCMP1375_Pro_1873
1325_Prochlorococcus_marinus_MIT_9301_P9301_06801
1325_Prochlorococcus_sp._MIT_0604_EW14_0700
485 Prochlorococcus_marinus_MIT 9312_PMT9312_0653
& 5_Prochlorococcus_marinus_AS9601_A9601_07091
5_Prochlorococcus_marinus_MIT_9215_P9215_07361
1325_Prochlorococcus_marinus_CCMP1986_PMMO0654
1325_Prochlorococcus_marinus_MIT_9515_P9515_07181
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