Supplementary Table 4. Variant calls of wild type strain control WT1

EFF[*.EFF EFF[*].IM EFF[*.FU EFF[*.CO EFF[*].AA EFF[*].GE EFF[*].BIO EFF[*].CO EFF[*].TRI EFF[*].RA
#CHROM POS REF ALT QUAL FILTER DP Donor a1 CB1 CB3 WTL WT2 WT3 ECT PACT NCLASS DON EFF[*].AA _LEN NE TYPE DING D NK Head Note
1 1.82E+08 T C 4023.92 210 0/0 0/1 0/1 1 /1 1 11 intergenic. MODIFIER NONE -1 U2-DIS3L -1 #CHROM Chromosome
1 1.9E+08 A G 1167.65 122 0/0 1/1 0/1 1/1 /1 1/1 /1 intergenic. MODIFIER NONE -1 5S_rRNA-U6 -1 POS Position
1 12865248 G A 1443.27 138 /1 1/1 /1 1/1 0/0 1/1 /1 intergenic. MODIFIER NONE -1 5S_rRNA-TFB1IM -1 D Identification
1 12865258 T C 1485.55 143 1/1 1/1 1/1 0/1 0/0 1/1 1/1 intergenic. MODIFIER NONE -1 5S_rRNA-TFB1M -1 REF Reference seq (Sscrofa 10.2)
1 12865273 G A 1686.78 146 1/1 1/1 1/1 0/1 0/0 1/1 1/1 intergenic. MODIFIER NONE -1 5S_rRNA-TFB1IM -1 ALT Alternative sequence
1 13855875 T A 1428.83 136 /1 1/1 /1 0/1 0/0 1/1 /1 intergenic. MODIFIER NONE -1 TIAM2-ENSSSCG00000026474 -1 QUAL Quality
1 22077624 T TTTTC 337145 204 /1 0/1 0/1 0/1 0/0 0/1 0/1 intron_var MODIFIER NONE €.293-8837_293-883€ -1 EPM2A  protein_coding ENSSSCTO 1 FILTER
1 25325718 C A 1375.51 171 /1 1/1 /1 0/1 0/0 1/1 0/1 intron_var MODIFIER NONE €.82+26877C>A -1 GPR126  protein_coding ENSSSCTO0 2 bpP Total depth
1 26002169 T C 1156.6 112 /1 1/1 /1 0/1 0/0 0/1 0/1 intergenic. MODIFIER NONE -1 NMBR-ENSSSCG00000019021 -1 EFF[*].EFFt Genetic element
1 32321590 AGAG A 427341 211 1/1 1/1 1/1 0/1 0/0 1/1 0/1 intergenic. MODIFIER NONE n.null_nulldelGAG -1 MYB-HBS1L -1 EFF[*.IMP Functional annotation
1 36919425 CA C 4336.64 222 /1 1/1 /1 0/0 0/0 0/1 0/0 intergenic. MODIFIER NONE -1 L3MBTL3-TMEM244 -1 EFF[*].FUNCLASS
1 39516877 C CA 3080.19 243 /1 1/1 /1 0/0 0/0 1/1 0/0 intergenic. MODIFIER NONE n.null_nullinsA -1 KIAA0408-ENSSSCG00000004216 -1 EFF[*].CODON
1 57679142 A G 1176.21 146 /1 1/1 /1 0/1 0/0 0/1 0/1 intergenic. MODIFIER NONE -1 OGFRL1-ssc-mir-30c-2 -1 EFF[*.AA
1 60007428 A T 1046.24 167 /1 1/1 /1 0/1 0/0 0/1 0/1 intergenic. MODIFIER NONE -1 CEP162-TBX18 -1 EFF[*.AA_LEN
1 69551945 G GT 41144 234 /1 1/1 /1 0/0 0/0 1/1 0/1 intergenic. MODIFIER NONE n.null_nullinsT -1 ENSSSCG00000018695-U6 -1 EFF[*].GENE
1 72866720 T C 2092.71 154 /1 1/1 /1 0/1 0/0 1/1 /1 intergenic. MODIFIER NONE -1 7SK-ENSSSCG00000004345 -1 EFF[*].BIOTYPE
1 72942927 G A 1057.09 125 /1 1/1 /1 0/1 0/0 1/1 /1 intergenic. MODIFIER NONE -1 75K-Ub -1 EFF[*].CODING
1 74956905 T TGTGTGT( 11354.34 207 /1 1/1 /1 0/1 0/0 1/1 0/1 intergenic. MODIFIER NONE n.null_nullinsGTGTGT -1 ENSSSCG00000004348-ENSSSCG00000004 -1 EFF[*].TRID
1 78454324 C A 1217.68 149 /1 1/1 /1 0/1 0/0 1/1 0/1 intergenic. MODIFIER NONE -1 GRIK2-HACE1 -1 EFF[*].RANK
1 78536625 GT G 397333 227 /1 1/1 /1 0/1 0/0 1/1 0/1 intergenic. MODIFIER NONE -1 GRIK2-HACE1 -1 . Not called
1 79646811 GA G 3225.28 209 /1 1/1 /1 0/1 0/0 1/1 0/1 intergenic. MODIFIER NONE -1 GRIK2-HACE1 -1 0/0 Homogeneous to REF
1 80039756 T C 1079.07 156 /1 1/1 /1 0/1 0/0 1/1 1/1 intergenic. MODIFIER NONE -1 GRIK2-HACE1 -1 0/1 Heterogeneous to REF
1 81615492 G A 1344.85 115 /1 1/1 /1 0/1 0/0 1/1 1/1 intergenic. MODIFIER NONE -1 ENSSSCG00000004369-U6 -1 /1 Homogeneous to ALT
1 87450249 A G 2292.87 189 /1 1/1 /1 0/1 0/0 1/1 0/1 intergenic. MODIFIER NONE -1 FYN-U6 -1
1 87750515 T TTTTA 7274.94 233 1/1 1/1 /1 0/1 0/0 1/1 0/1 intron_var MODIFIER NONE €.3765+357_3765+3% -1 ENSSSCG( protein_coding ENSSSCT0 26
1 87807921 A G 1303.78 138 /1 1/1 /1 0/1 0/0 1/1 0/1 intron_var MODIFIER NONE c112+773T>C -1 ENSSSCG( protein_coding ENSSSCTO 1
1 1.37E+08 A ACG 557043 214 /1 1/1 /1 0/1 0/0 1/1 0/0 intergenic. MODIFIER NONE n.null_nullinsCG -1 ENSSSCG00000004658-DUT -1
1 1.59E+08 TTC T 2430.88 203 /1 1/1 1/1 0/1 0/0 1/1 /1 intergenic. MODIFIER NONE n.null_nulldelTC -1 ENSSSCG00000004839-U6 -1
1 1.61E+08 T TA 5489.87 197 /1 1/1 /1 0/0 0/0 1/1 1/1 upstream_ MODIFIER NONE n.-1_-1insT -1 ENSSSCG( miRNA ENSSSCTO -1
1 1.61E+08 T TA 5489.87 197 1/1 1/1 /1 0/0 0/0 1/1 1/1 intergenic. MODIFIER NONE n.null_nullinsA -1 ENSSSCG00000025864-ENSSSCG00000004 -1
1 245E+08 C T 1198.84 170 /1 1/1 /1 0/1 0/0 1/1 1/1 intergenic. MODIFIER NONE -1 ENSSSCG00000005227-KCNV2 -1
1 247E+08 T C 1286.07 130 /1 1/1 A 0/1 0/0 1/1 /1 intergenic. MODIFIER NONE -1 ue-Ue -1
1 2.66E+08 C T 6974.13 355 /1 1/1 /1 0/0 0/0 1/1 /1 intron_var MODIFIER NONE c-7+18761G>A -1 ENSSSCG( protein_coding ENSSSCTO0 2
1 2.72E+08 C T 1895.63 180 /1 1/1 /1 0/1 0/0 1/1 /1 intron_var MODIFIER NONE c.2358+11721G>A -1 GRIN3A  protein_coding ENSSSCTO0 12
1 2.72E+08 T C 1057.34 159 /1 1/1 /1 0/1 0/0 1/1 /1 intron_var MODIFIER NONE €.699+6301A>G -1 GRIN3A  protein_coding ENSSSCTO 1
1 2.74E+08 G T 1597.54 144 1/1 1/1 1/1 0/1 0/0 1/1 /1 intergenic. MODIFIER NONE -1 CYLC2-ENSSSCG00000005403 -1
1 2.74E+08 G A 1445.8 160 1/1 1/1 /1 0/1 0/0 1/1 /1 intergenic. MODIFIER NONE -1 CYLC2-ENSSSCG00000005403 -1
1 2.87E+08 A G 1093.03 144 1/1 1/1 1/1 0/1 0/0 1/1 /1 intergenic. MODIFIER NONE -1 ENSSSCG00000026492-ENSSSCG00000025 -1
1 2.88E+08 G A 1040.03 127 /1 1/1 /1 0/1 0/0 0/1 /1 intergenic. MODIFIER NONE -1 ENSSSCG00000005494-PAPPA -1
1 2.88E+08 G A 1034.03 146 /1 1/1 /1 0/0 0/0 1/1 /1 intron_var MODIFIER NONE €.3154-8075G>A -1 PAPPA protein_coding ENSSSCTO0 11
1 2.89E+08 T C 1382.87 166 /1 1/1 /1 0/1 0/0 1/1 /1 intron_var MODIFIER NONE c.545+71578A>G -1 ENSSSCG( protein_coding ENSSSCTO0 6
2 8371729 CCA C 1468.89 210 0/0 0/1 0/1 1/1 /1 1/1 0/1 intergenic. MODIFIER NONE n.null_nulldelCA -1 ZBTB3-TTCIC -1
2 14567383 A G 157891 135 0/0 0/0 0/0 /1 1/1 VA 1/1 intergenic. MODIFIER NONE -1 ENSSSCG00000024728-ENSSSCG00000014 -1
2 19127176 T C 3059.78 258 0/0 0/0 0/0 1/1 /1 1/1 0/1 intergenic. MODIFIER NONE -1 TSPAN18-CD82 -1
2 61572733 C G 1036.06 132 /1 1/1 /1 0/1 0/0 0/1 /1 upstream_ MODIFIER NONE c.-70G>C -1 PGLYRP2 protein_coding ENSSSCTO -1
2 61572733 C G 1036.06 132 /1 1/1 /1 0/1 0/0 0/1 /1 intergenic. MODIFIER NONE -1 PGLYRP2-CYP4F22 -1
2 63077973 G T 1013.9 161 171 171 171 0/1 0/0 0/0 1/1 intergenic. MODIFIER NONE -1 ENSSSCG00000013810-ENSSSCG00000013 -1
2 63293848 T TAC 3602.46 240 171 171 0/1 0/1 0/0 0/1 1/1 intergenic. MODIFIER NONE n.null_nullinsAC -1 ENSSSCG00000013809-ENSSSCG00000013 -1
2 67265991 AT A 3801.14 236 /1 171 /1 0/0 0/0 0/1 /1 3_prime_U MODIFIER NONE c.*243delT -1 ENSSSCG( protein_coding ENSSSCTO 5
2 72366396 C G 1234.45 139 /1 171 /1 0/1 0/0 0/1 /1 intergenic. MODIFIER NONE -1 ENSSSCG00000013566-INSR -1
2 85064375 G T 1029.62 151 /1 1/1 /1 0/1 0/0 0/1 /1 intergenic. MODIFIER NONE -1 ENSSSCG00000024586-ENC1 -1
2 1.22E+08 A AT 2147.06 211 1/1 1/1 1/1 0/1 0/0 1/1 /1 intergenic. MODIFIER NONE n.null_nullinsT -1 ENSSSCG00000024866-ENSSSCG00000014 -1
2 1.23E+08 G A 1870.51 154 /1 171 /1 0/1 0/0 1/1 /1 intergenic. MODIFIER NONE -1 ENSSSCG00000014212-KCNN2 -1
2 1.23E+08 T C 1892.5 147 /1 171 /1 0/1 0/0 1/1 /1 intergenic. MODIFIER NONE -1 ENSSSCG00000014212-KCNN2 -1
2 1.24E+08 C A 1092.28 158 /1 1/1 /1 0/1 0/0 1/1 /1 intergenic. MODIFIER NONE -1 KCNN2-TRIM36 -1
2 1.24E+08 T C 1017.48 163 /1 1/1 /1 0/1 0/0 1/1 /1 intergenic. MODIFIER NONE -1 KCNN2-TRIM36 -1
2 1.41E+08 A G 1608.77 120 1/1 1/1 1/1 0/1 0/0 1/1 /1 intergenic. MODIFIER NONE -1 ENSSSCG00000014294-ENSSSCG00000030 -1
2 141E+08 G GA 257221 238 1/1 171 /1 0/1 0/0 0/1 /1 intergenic. MODIFIER NONE n.null_nullinsA -1 ENSSSCG00000030689-C50rf15 -1
2 142E+08 CA C 3687.55 188 1/1 171 /1 0/1 0/0 1/1 /1 intergenic. MODIFIER NONE -1 ENSSSCG00000030689-C50rf15 -1
2 143E+08 C T 1438 125 1/1 1/1 1/1 0/1 0/0 1/1 /1 intergenic. MODIFIER NONE -1 H2AFY-ENSSSCG00000014309 -1
2 143E+08 T C 1227.13 122 1/1 1/1 1/1 0/1 0/0 1/1 /1 intergenic. MODIFIER NONE -1 H2AFY-ENSSSCG00000014309 -1
2 1.43E+08 C T 1209.97 178 1/1 71 1/1 0/1 0/0 1/1 /1 intergenic. MODIFIER NONE -1 H2AFY-ENSSSCG00000014309 -1
2 1.43E+08 A T 15947 166 1/1 71 1/1 0/1 0/0 1/1 /1 intergenic. MODIFIER NONE -1 H2AFY-ENSSSCG00000014309 -1
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n.null_nulldelGAA -1

n.null_nullinsA -1
€.207-182A>G -1
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H2AFY-ENSSSCG00000014309 -1
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H2AFY-ENSSSCG00000014309 -1
U5-FGF1 -1
SPINK6-ENSSSCG00000030055 -1
ARHGEF37-ssc-mir-378-1 -1

ENSSSCTO0 3
CG00000007 -1

ENSSSCG( protein_coding
ENSSSCG00000007847-EN

ENSSSCG00000007872-55_rRNA -1
CPPED1  protein_coding ENSSSCTO0 2
LITAF-ENSSSCG00000028743 -1
ENSSSCG( protein_coding ENSSSCTO 5
MRPS9-ENSSSCG00000026126 -1
MRPS9-ENSSSCG00000026126 -1
IL1R1-ENSSSCG00000028331 -1

ENSSSCTO 4
ENSSSCTO 15

RPL31 protein_coding
TBC1D8  protein_coding

ENSSSCG00000025247-ASGR1 -1
BETA-ACT. protein_coding ENSSSCTO -1
BETA-ACTIN-ENSSSCG00000007586 -1
TUFM protein_coding ENSSSCTO -1
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