Supplementary Table 6. Variant calls of wild type strain control WT3

EFF[J.EFF EFF[LIM EFF[LFU EFF[*.CO EFF[]AA EFF[].GE EFF[]BIO EFF[*.CO EFF[*.TRI EFF[*|RA

#CHROM POS D REF ALT QUAL FILTER DP Donor a1 CB1 CB3 WTL WT2 WT3 ECT PACT NCLASS DON EFF[*].AA __LEN NE TYPE DING D NK Head Note

1 9896270 G C 1115.83 1144 0/0 0/1 0/1 0/1 0/1 0/1 11 intron_var MODIFIER NONE ¢.377-3078C>G -1 FNDC1  protein_coding ENSSSCTO0 3 #CHROM Chromosome

1 1.09E+08 C CA 12824 229 0/0 0/0 0/0 1/1 0/1 1/1 /1 upstream_ MODIFIER NONE n.-1_-linsA -1 SCARNAL snoRNA ENSSSCTO -1 POS Position

1 1.09E+08 C CA 12824 229 0/0 0/0 0/0 1/1 0/1 1/1 /1 upstream_ MODIFIER NONE n.-1_-linsA -1 SCARNALi snoRNA ENSSSCTO -1 D Identification

1 1.09E+08 C CA 12824 229 0/0 0/0 0/0 1/1 0/1 1/1 /1 intron_var MODIFIER NONE ¢.16+1468_16+1469i -1 ACAA2  protein_coding ENSSSCTO 1 REF Reference seq (Sscrofa 10.2)
1 1.82E+08 T C 4023.92 210 0/0 0/1 0/1 1/1 /1 1/1 /1 intergenic. MODIFIER NONE -1 U2-DIS3L -1 ALT Alternative sequence
1 1.9E+08 A G 1167.65 122 0/0 1/1 0/1 1/1 /1 1/1 /1 intergenic. MODIFIER NONE -1 55_rRNA-U6 -1 QUAL Quality

1 25316240 A G 1531.7 149 /1 1/1 /1 0/1 0/1 0/1 0/0 intron_var MODIFIER NONE €.82+17399A>G -1 GPR126  protein_coding ENSSSCTO0 2 FILTER

1 25316252 A G 1288.24 139 /1 1/1 /1 0/1 0/1 0/1 0/0 intron_var MODIFIER NONE c.82+17411A>G -1 GPR126  protein_coding ENSSSCTO0 2 DP Total depth

1 26094212 GT G 2761.52 245 /1 1/1 /1 1/1 /1 0/1 0/0 intergenic. MODIFIER NONE -1 NMBR-ENSSSCG00000019021 -1 EFF[*].EFFt Genetic element
1 34180135 T C 4928.15 313 /1 1/1 /1 0/1 0/1 0/1 0/0 intergenic. MODIFIER NONE -1 ENSSSCG00000023999-RPS12 -1 EFF[*]IMP Functional annotation
1 34959460 G GT 2439.16 265 /1 0/1 /1 1/1 /1 0/1 0/0 intergenic. MODIFIER NONE n.null_nullinsT -1 MOXD1-CTGF -1 EFF[*].FUNCLASS

1 36919425 CA C 4336.64 222 /1 1/1 /1 0/0 0/0 0/1 0/0 intergenic. MODIFIER NONE -1 L3MBTL3-TMEM244 -1 EFF[*].CODON

1 38168772 A AAAT 6612.76 239 /1 1/1 /1 0/1 0/1 0/1 0/0 intergenic. MODIFIER NONE n.null_nullinsAAT -1 ENSSSCG00000029684-PTPRK -1 EFF[*].AA

1 39516877 C CA 3080.19 243 /1 1/1 /1 0/0 0/0 1/1 0/0 intergenic. MODIFIER NONE n.null_nullinsA -1 KIAA0408-ENSSSCG00000004216 -1 EFF[*].AA_LEN

1 56505569 AT A 263213 212 /1 1/1 /1 0/0 0/1 0/1 0/0 intron_var MODIFIER NONE €.2398-1185delT -1 COL19A1 protein_coding ENSSSCTO 36 EFF[*].GENE

1 65224934 G GTCTC 1308.19 138 /1 0/1 0/1 0/1 0/1 1/1 0/0 intergenic. MODIFIER NONE n.null_nullinsTCTC -1 BACH2-MAP3K7 -1 EFF[*].BIOTYPE

1 78454772 A G 1452.57 135 /1 1/1 /1 0/1 0/1 1/1 0/0 intergenic. MODIFIER NONE -1 GRIK2-HACE1 -1 EFF[*].CODING

1 78454780 G C 1445.63 133 /1 1/1 /1 0/1 0/1 1/1 0/0 intergenic. MODIFIER NONE -1 GRIK2-HACE1 -1 EFF[*].TRID

1 78454817 T C 1544.52 141 /1 1/1 /1 0/1 0/1 1/1 0/0 intergenic. MODIFIER NONE -1 GRIK2-HACE1 -1 EFF[*].RANK

1 79645931 TTA T 1517.32 250 /1 1/1 /1 0/1 0/1 1/1 0/0 intergenic. MODIFIER NONE n.null_nulldelTA -1 GRIK2-HACE1 -1 . Not called

1 86850348 G T 1046.14 126 /1 1/1 /1 1/1 0/1 1/1 0/0 intron_var MODIFIER NONE c.177+4648C>A -1 ENSSSCG( protein_coding ENSSSCTO0 2 0/0 Homogeneous to REF
1 92032342 C CA 1615.99 213 /1 1/1 /1 0/1 0/1 0/1 0/0 intergenic. MODIFIER NONE n.null_nullinsA -1 TSPYL1-DSE -1 0/1 Heterogeneous to REF
1 1.04E+08 GT G 1055.61 249 /1 0/1 /1 0/1 0/1 1/1 0/0 intergenic. MODIFIER NONE -1 MB21D1-ENSSSCG00000025743 -1 /1 Homogeneous to ALT
1 1.04E+08 G T 1112.95 116 /1 1/1 /1 0/1 0/1 1/1 0/0 intergenic. MODIFIER NONE -1 ENSSSCG00000025743-SETBP1 -1

1 1.23E+08 A AT 1777.79 236 /1 1/1 /1 0/1 0/1 0/1 0/0 intergenic. MODIFIER NONE n.null_nullinsT -1 ANXA2-ENSSSCG00000004580 -1

1 1.29E+08 ATTT A 381541 228 /1 1/1 /1 0/1 0/1 1/1 0/0 intergenic. MODIFIER NONE n.null_nulldelTTT -1 ENSSSCG00000029459-NEDD4 -1

1 1.37E+08 A ACG 557043 214 /1 1/1 /1 0/1 0/0 1/1 0/0 intergenic. MODIFIER NONE n.null_nullinsCG -1 ENSSSCG00000004658-DUT -1

1 141E+08 AAAC A 5705.44 202 /1 1/1 1/1 0/1 0/1 1/1 0/0 intron_var MODIFIER NONE €.1045-155_1045-153 -1 DUOX2  protein_coding ENSSSCTO0 8

1 3.09E+08 T C 1172.76 171 /1 1/1 /1 0/1 0/1 1/1 0/0 intergenic. MODIFIER NONE -1 ENSSSCG00000005763-ENSSSCG00000025 -1

2 14567383 A G 1578.91 135 0/0 0/0 0/0 1/1 /1 A /1 intergenic. MODIFIER NONE -1 ENSSSCG00000024728-ENSSSCG00000014 -1

2 18863926 T TA 1322.01 224 0/0 0/1 0/0 0/1 0/1 0/1 /1 intergenic. MODIFIER NONE n.null_nullinsA -1 PRDM11-TP53111 -1

2 19565912 C CG 1377.89 149 /1 1/1 /1 0/1 0/1 0/1 0/0 intergenic. MODIFIER NONE n.null_nullinsG -1 US-EXT2 -1

2 27349923 C T 220119 198 /1 1/1 /1 0/1 0/1 0/1 0/0 intron_var MODIFIER NONE €320-2211G>A -1 LDLRAD3 protein_coding ENSSSCTO0 3

2 28815481 T C 3404.02 229 /1 1/1 /1 0/1 0/1 1/1 0/0 intergenic. MODIFIER NONE -1 EHF-ELF5 -1

2 43282851 GT G 3288.51 185 /1 1/1 /1 0/1 0/1 0/1 0/0 upstream_ MODIFIER NONE c.-104delA -1 CSRP3 protein_coding ENSSSCTO -1

2 43282851 GT G 3288.51 185 /1 1/1 /1 0/1 0/1 0/1 0/0 intergenic. MODIFIER NONE -1 CSRP3-ENSSSCG00000021688 -1

3 25213842 G A 151945 174 0/0 0/1 0/1 1/1 /1 0/1 /1 intergenic. MODIFIER NONE -1 ENSSSCG00000007847-ENSSSCG00000007 -1

3 27990223 G A 1259.01 155 0/0 0/1 0/1 1/1 /1 0/1 /1 intergenic. MODIFIER NONE -1 ENSSSCG00000007872-55_rRNA -1

3 28057532 A T 2031 217 0/0 0/1 0/1 0/1 0/1 0/1 /1 intergenic. MODIFIER NONE -1 ENSSSCG00000007872-55_rRNA -1

3 29467453 G A 1111.54 208 0/0 0/1 0/1 1/1 /1 0/1 /1 intron_var MODIFIER NONE €.289+10436G>A -1 CPPED1  protein_coding ENSSSCTO0 2

3 32430658 C A 1259.52 132 0/0 0/1 0/1 1/1 /1 0/1 /1 intergenic. MODIFIER NONE -1 LITAF-ENSSSCG00000028743 -1

3 33134141 C T 1105.93 145 0/0 1/1 0/1 1/1 /1 0/1 /1 intron_var MODIFIER NONE c376+331C>T -1 ENSSSCG( protein_coding ENSSSCTO0 5

3 1.39E+08 C T 1163.73 148 0/0 0/1 0/1 1/1 /1 0/1 /1 intergenic. MODIFIER NONE -1 ENSSSCG00000025247-ASGR1 -1

3 12643285 A T 1239.73 141 /1 1/1 /1 1/1 /1 1/1 0/0 intergenic. MODIFIER NONE -1 ENSSSCG00000024045-ZNF226 -1

3 1.09E+08 G A 133441 150 /1 1/1 /1 0/1 0/1 1/1 0/0 intron_var MODIFIER NONE €.540+264C>T -1 ENSSSCG( protein_coding ENSSSCTO0 5

3 1.11E+08 T C 1103.15 151 /1 1/1 /1 0/1 0/1 1/1 0/0 intergenic. MODIFIER NONE -1 CRIM1-ENSSSCG00000008506 -1

3 1.11E+08 A G 1204.03 151 /1 1/1 /1 0/1 0/1 1/1 0/0 intergenic. MODIFIER NONE -1 CRIM1-ENSSSCG00000008506 -1

3 1.19E+08 TA T 1318.87 160 /1 171 /1 0/1 0/1 1/1 0/0 intron_var MODIFIER NONE €.139-1475delT -1 ABHD1  protein_coding ENSSSCTO 1

3 1.19E+08 T C 5165.86 230 /1 171 /1 0/1 0/1 1/1 0/0 intron_var MODIFIER NONE c.624+60delA -1 MAPRE3  protein_coding ENSSSCTO 5

3 142E+08 A T 3230.05 2018 /1 0/1 /1 1/1 0/1 1/1 0/0 intergenic. MODIFIER NONE -1 ACP1-ENSSSCG00000008661 -1

3 143E+08 T G 1914.87 568 /1 0/1 0/1 1/1 /1 1/1 0/0 intergenic. MODIFIER NONE -1 ACP1-ENSSSCG00000008661 -1

4 4068921 T TG 1661.78 218 0/0 0/1 0/1 0/1 /1 1/1 /1 intergenic. MODIFIER NONE n.null_nullinsG -1 ENSSSCG00000005938-5S_rRNA -1

4 9068490 T C 1288.22 135 0/0 0/1 0/1 1/1 /1 0/1 /1 intron_var MODIFIER NONE €.169+46T>C -1 0C90 protein_coding ENSSSCTO0 2

4 9068533 C G 1109.13 130 0/0 0/1 0/1 1/1 /1 0/1 /1 intron_var MODIFIER NONE ¢.169+89C>G -1 0C90 protein_coding ENSSSCTO0 2

4 9084210 T C 1281.3 160 0/0 0/1 0/1 1/1 /1 0/1 /1 intron_var MODIFIER NONE ¢.1070+848T>C -1 0C90 protein_coding ENSSSCTO0 12

4 9086006 T C 1388.05 212 0/0 0/1 0/1 1/1 /1 0/1 /1 intron_var MODIFIER NONE ¢.1071-180T>C -1 0C90 protein_coding ENSSSCTO0 12

4 20598904 C cT 1482.44 258 0/0 0/1 0/0 0/1 0/1 1/1 /1 intergenic. MODIFIER NONE n.null_nullinsT -1 NOV-MAL2 -1

4 43291944 CAAAAAA C 3569.67 156 0/0 0/1 0/1 0/1 0/1 1/1 /1 intergenic. MODIFIER NONE n.null_nulldelAAAAA/ -1 SDC2-PTDSS1 -1

4 67994103 TG T 1837.94 214 0/0 0/0 0/1 171 /1 0/1 /1 intron_var MODIFIER NONE c.814+7317_814+731 -1 STAU2 protein_coding ENSSSCTO0 6

4 74051994 T C 1357.71 165 0/0 0/1 0/1 171 /1 1/1 /1 intergenic. MODIFIER NONE -1 ENSSSCG00000006206-ENSSSCG00000023 -1

4 74052001 T C 1158.98 164 0/0 0/1 0/1 171 /1 1/1 /1 intergenic. MODIFIER NONE -1 ENSSSCG00000006206-ENSSSCG00000023 -1

4 84082675 GA G 3538.89 265 0/0 0/0 0/1 71 1/1 1/1 1/1 intergenic. MODIFIER NONE -1 SOX17-MRPL15 -1

4 86371133 A G 1238.81 164 0/0 0/1 0/1 71 1/1 1/1 1/1 intergenic. MODIFIER NONE -1 PCMTD1-SNAI2 -1
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€.263+504T>C -1
¢.1385A>( p.His462A 1359
c.-137G>C -1

¢.137-7728delT -1

n.null_nulldelAAC -1
c4813-167C>G -1
€.3101-81_3101-80in: -1

-1

-1
€.249+2661T>C -1
C.249+2677G>T -1
C.249+4458A>G -1

-1
¢.555-11068A>G -1
n.null_nullinsCA -1
€.-29-657delT -1

€.1405-11327T>C -1
¢.572-1071delT -1
€.820-502_820-501in: -1

€.230+1050T>C -1

c.73+1526C>A -1

€.2234-385C>A -1

€.694-9287G>A -1

€.272-33079C>G -1
€.29-33123G>A -1

€.2438-5174A>T -1

FAM78B  protein_coding ENSSSCTO 1
ENSSSCG( protein_coding ENSSSCTO0 2
ENSSSCG( protein_coding ENSSSCTO -1
ENSSSCG00000006533-ZBTB7B -1
ENSSSCG00000006870-SLC35A3 -1
ENSSSCG00000024124-ENSSSCG00000022 -1
ENSSSCG00000024124-ENSSSCG00000022 -1

LRP12 protein_coding ENSSSCTO0 2
INTS8-DPY19L4 -1
FAM102B-SCAMC-1 -1
ENSSSCG00000006853-U6 -1
U6-ENSSSCG00000025216 -1
U6-ENSSSCG00000025216 -1

ENSSSCTO 15
ENSSSCTO0 24

ENSSSCG( protein_coding
MYH9 protein_coding

U6-ENSSSCG00000000457 -1
PRMT8-ENSSSCG00000000734 -1
HMGA2  protein_coding ENSSSCTO0 3
HMGA2  protein_coding ENSSSCTO0 3
HMGA2  protein_coding ENSSSCTO0 3
U4-ENSSSCG00000023758 -1
ENSSSCG( protein_coding ENSSSCTO 3
ANO2-KV1.5 -1
TEAD4 protein_coding ENSSSCTO0 2
CDH3-RSPRY1 -1
ENSSSCG00000002834-TOX3 -1
ZNF423-N4BP1 -1
ENSSSCG00000003361-Clorfl74 -1

KDM1A  protein_coding ENSSSCTO0 11

EYA3 protein_coding ENSSSCT0 4
sbC3 protein_coding ENSSSCTO0 2
C1orf94-ENSSSCG00000003624 -1
VATIL protein_coding ENSSSCTO 1
U2-CDH11 -1
ENSSSCG00000026318-GPT2 -1
Clorf174-ssc-mir-4331 -1
DFFB-NPHP4 -1
DFFB-NPHP4 -1
DFFB-NPHP4 -1
STPG1 protein_coding ENSSSCTO0 2

ENSSSCG00000024963-ENSSSCG00000003 -1
ENSSSCG00000001196-ENSSSCG00000022 -1

ENSSSCG( protein_coding ENSSSCTO0 7
FAM83B-ENSSSCG00000001484 -1
ENSSSCG( protein_coding ENSSSCTO0 7
ENSSSCG00000025172-DST -1
ENSSSCG00000025172-DST -1
ENSSSCG00000025172-DST -1
SCUBE3  protein_coding ENSSSCTO 2
ENSSSCG( protein_coding ENSSSCTO0 1

TFAP2D-ENSSSCG00000025535 -1
ENSSSCG00000028857-ENSSSCG00000001 -1
ENSSSCG00000028857-ENSSSCG00000001 -1
ENSSSCG00000028857-ENSSSCG00000001 -1

ENSSSCG( protein_coding ENSSSCT0 8

TMEM128-LYAR -1
7SK-ENSSSCG00000008763 -1
7SK-ENSSSCG00000008763 -1
ENSSSCG00000008763-PCDH7 -1
PCDH7-ENSSSCG00000008767 -1
CORIN  protein_coding ENSSSCTO 16
ENSSSCG00000024269-CPE -1
C4orf50-JAKMIP1 -1
BOD1L1-CPEB2 -1
BOD1L1-CPEB2 -1
BOD1L1-CPEB2 -1
ENSSSCG00000030201-WDR19 -1
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n.null_nullinsC -1
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c-1T>C -1

€.-253G>C -1
€.389+14866C>G -1

SDAD1-CXCL9 -1
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ENSSSCG00000014673-TRIM6 -1
ENSSSCG00000015140-ENSSSCG00000015 -1
ENSSSCG00000015162-ENSSSCG00000025 -1
ARL4A-ETV1 -1
ENSSSCTO0 11
ENSSSCTO0 71
ENSSSCTO0 75
ENSSSCTO0 75

ETV1 protein_coding
DNAH11 protein_coding
DNAH11 protein_coding
DNAH11 protein_coding

16 protein_coding ENSSSCTO -1
TOMMT7-IL6 -1
ENSSSCG00000014896-U6 -1
ENSSSCG( protein_coding ENSSSCTO0 2
DRD2-U6 -1
ENSSSCG( protein_coding ENSSSCT0 4
ENSSSCG00000024299-ZNF202 -1
BARX2-SNORD112 -1
DYRK3 protein_coding ENSSSCTO -1
DYRK3-ENSSSCG00000015650 -1
U6-ZNF804B -1
U1-ENSSSCG00000015346 -1
ENSSSCG00000015460-ENSSSCG00000021 -1
XPR1-KIAA1614 -1
ENSSSCG00000010935-ENSSSCG00000010 -1
GJD4-CCDC3 -1
DUSP10-HHIPL2 -1
DAPK1-ZCCHC6 -1
SNORA31-SNORA31 -1
SNORA31-U6 -1
BAMBI-ENSSSCG00000011017 -1
BAMBI-ENSSSCG00000011017 -1
ST8SIA6-ENSSSCG00000011035 -1
ST8SIA6-ENSSSCG00000011035 -1
ENSSSCG( protein_coding ENSSSCTO0 1
NMT2 protein_coding ENSSSCTO -1
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RNF219  protein_coding ENSSSCTO0 5
SLITRK6-ENSSSCG00000024241 -1

ENSSSCG00000024241-ENSSSCG00000029 -1
GPC6 protein_coding ENSSSCTO -1
U6-GPC6 -1
ENSSSCG( protein_coding ENSSSCTO -1
UBAC2  protein_coding ENSSSCTO 4
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CDKL5 protein_coding
GPR64-CH242-78D20.1

GPC3 protein_coding
ZIC3-CH242-204G11.1
ZIC3-CH242-204G11.1

ATP11C  protein_coding

STS protein_coding
BCOR-U6

U6-CH242-79N16.1
GPC4-GPC3

ENSSSCTO 11
ENSSSCTO0 1

ENSSSCTO 2
ENSSSCTO0 1
ENSSSCTO0 1
-1
ENSSSCTO 4
-1
-1
ENSSSCTO0 5
ENSSSCTO 10





