
Supplementary Table S1. Sequencing data quality assessment 
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S1C1 79,612 65,994 55,764 55,754 412 52.95 94.31 88.15 70.03 

S1C2 79,764 66,872 56,704 56,587 413 53.44 94.28 88.10 70.94 

S1C3 79,794 69,039 60,461 60,415 412 52.67 94.79 89.17 75.71 

S1L1 79,936 66,618 55,891 55,785 414 54.02 94.42 88.28 69.79 

S1L2 79,930 67,031 57,483 57,300 411 53.60 94.38 88.24 71.69 

S1L3 80,078 67,146 57,512 57,214 411 53.84 94.35 88.19 71.45 

S1N1 80,043 67,007 57,646 57,511 413 52.98 94.66 88.90 71.85 

S1N2 79,921 66,687 56,772 56,642 413 53.53 94.62 88.71 70.87 

S1N3 80,338 66,982 57,334 57,203 414 53.79 94.73 88.99 71.2 

S2C1 79,932 68,990 60,181 59,953 412 53.54 94.99 89.52 75.01 

S2C2 80,448 67,474 58,186 58,091 411 53.08 94.42 88.36 72.21 

S2C3 80,024 68,193 59,081 59,071 413 52.65 94.68 88.94 73.82 

S2L1 79,759 67,933 59,656 59,599 409 52.63 94.74 89.05 74.72 

S2L2 80,307 69,047 60,148 60,078 413 52.55 94.69 88.97 74.81 

S2L3 80,134 66,939 57,065 56,977 413 53.81 94.51 88.50 71.1 

S2N1 79,985 67,142 57,358 57,288 413 53.39 94.58 88.70 71.62 

S2N2 80,006 67,727 58,602 58,554 413 52.71 94.57 88.74 73.19 

S2N3 80,203 66,981 57,617 57,410 411 53.31 94.42 88.33 71.58 

 


