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Supplementary Figure 1. HOTTIP was mainly located in the nucleus of RASFs predicted by the

IncATLAS website.
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Supplementary Figure 2. The CpG islands in the promoter region of SFRP1 were analyzed by the

Methprimer website.
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Supplementary Figure 3. The binding sites of HOTTIP and SFRP1 were predicted by the website

Long Target.
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Supplementary Figure 4. The rat model of RA was identified using paw swelling scores of rats
and pathological changes in the lesions induced after modeling. (A) The paw thickness of rats after
modeling. (B) The pathological changes in the lesion after modeling detected by HE staining (% 100;
Scale bar = 200 um). The normal group refers to rats without treatment. “, p < 0.05. The results of
paw thickness were expressed as mean * standard deviation. Comparisons among multiple groups

were analyzed by one-way ANOVA. n = 15.



