
 

 
 

Figure S3. Protein modeling of CYP2D6 wildtype and CYP2D6 with the rare A449D variant. 

SWISS-MODEL was used to render CYP2D6 structure, with and without the A449D rare variant. The 

rendered visuals suggest that A449D affects CYP2D6 activity by interfering with heme binding. The 

A449D amino acid change also has a CADD score of 32, which is considerably higher than the score of 

15 that is used as cut-off for determining detrimental variants.  
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