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Figure 4. (A) The amino acid sequences of BSD2 from Zea mays (ZmBSD2, 

NP_001105880.1), Oryza sativa (OsBSD2, NP_00105754 8.1) and bacterial DnaJ (Hsp40, 

YP_003232569.1) were aligned by DNAMAN. The four repeated CXXCXGXG sequence 

elements are framed. (B)The interaction between BSD2 and LSU was identified with yeast 

two-hybrid system. The cotransformations of pGBKT7/ RbcL and pGADT7/ BSD2 were 

included as controls. 

Table S1. The sequences of the gene specific primers.

Gene Forward (5'-3') Reserve (5'-3')

ACTIN CTCATGCTATTCTCCGTTTGG TCAGGCATCTCGTAGCTCTTC

PDV1-1 GCAAAGCCGTCTAGTCCTTG CCTCTGATCGGCTATGGGTA

PDV1-2 TCGGGTGCTTGCTCTCTTAT CAAGGACTAGACGGCTTTGC

PDV2 TGGGGAACGGTTCTTTGTAG CAGCACCAAACGCAGAATTA

FtsZ CGAGTCCATTCAGGAAGCTC CTTGAACTGCCCGTCTTCTC

ARC3 GGAGGGTGCCTTTGTTCATA CGTGGAAACTCAAGCACTCA

PDR1 CAGTTGCAGTCAAGCTCTCG AGCGTCGAACTCAGTCCTGT

ADL1A TGCAGCTTTTGAGTCATTGG TTGGGATGGAGTTCCTCAAG

VIPP1 ATAGAGCGAGGCACCAAGAA TTTGACTGCCGTACTTGCAC

BSD2 AGGACTGCGAAGGAAACGGT CTACTCTGCAGTTGAATCGG

BSD2 (Y2H)
CGCTTTCATATGATGGCGGCCA

CGGCGAGTCT

CCTCCGGGATCCCTATTGCGC

AGTTTCATCGAAAGTGC

RBCL (Y2H)
CGCTTTATCGATACATGTCACC

ACAAACAGAAACTAAAGC

CCTCCGCTCGAGTTATATGGT

ATCCATCGCTTTGAAACC


