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The exact sample size (n) for each experimental group/condition, given as a discrete number and unit of measurement
A statement on whether measurements were taken from distinct samples or whether the same sample was measured repeatedly

The statistical test(s) used AND whether they are one- or two-sided
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A description of all covariates tested
A description of any assumptions or corrections, such as tests of normality and adjustment for multiple comparisons

Afull description of the statistical parameters including central tendency (e.g. means) or other basic estimates (e.g. regression coefficient]
AND variation (e.g. standard deviation) or associated estimates of uncertainty (e.g. confidence intervals)
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Estimates of effect sizes (e.g. Cohen's d, Pearson's r) indicating how they were calculated

Our web collection on statistics for biologists contains articles on many of the points above.
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The datasets generated during and/or analysed during the current study are available from the corresponding author on reasonable request.
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Laboratory animals C57BI/6, ApoE-/- and miR-155-/- mice were used in this study. Both male and female mice were used. Mice were aged 6 weeks
when placed on a Western diet.
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Field-collected samples

Ethics oversight Ethical approval was obtained from the Home Office, UK.

Note that full information on the approval of the study protocol must also be provided in the manuscript.
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Life sciences study design
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Sample size For in vivo experiments, power calculations were performed. For studies involving human coronary artery endothelial cells, sample number

was limited

Data exclusions  No data we:

Replication All experiments where possible were carried out using technical replicates and included at least 3 separate observations.
Randomization  Healthy donors were selected at random for in vitro experiments. Animals were assigned to different treatment groups at random.

8linding Animal number rather then treatment group was used to identify samples for subsequent blinded analysis.
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Validation statements are provided on the manufacturers’ websites and isotype controls were also used.
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Only primary cells were used in this study.
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Population characteristics | The age range of the healthy participants in the overfeeding study was 18-31years of age. There were 2 females and 13 males
that took part.

Recruitment Participants responded to an email/poster/flyers distributed through the University.

Ethics oversight Loughborough University

Note that fullinformation on the approval of the study protocol must also be provided in the manuscript.
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with outliers or pseudacolor plots.

Microvesicles or platelet poor plasma were prepared from human donors. Microvesicles, platelet poor plasma and
plaque were prepared from mice.

LSRII, Becton Dickinson
FacsDiva
We did not perform cell sorting.

The gating strategies are provided in the supplementary figures 3 and 4. We identified gates using fluorescence minus one
(FMO) and isotype control antibodies. Only one marker was used to identify populations (which are of the same size) and
therefore gating strategies are shown as histograms rather than dot plots.
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