Supplemental Data 1-3. Regional association plots (1), forest plots for discovery GWAS
studies (2) and forest plots for follow-up studies (3), for all 31 lead SNPs in the 30
genome-wide significant loci. Each multi-figure PDF below is a separate supplemental
data piece.

Supplemental Data 1. Regional association plots.

Supplemental Data 2. Forest plots of the 32 primary GWAS datasets.

Supplemental Data 3. Forest plots of the 7 followup datasets.
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2.rs716595 : Normalized_brain_volume(8E-6) a.chr10_111745562_1/4.95e-08 /1.10/0.16 / 0.928 / 7-25-0
combined (P = 1.21e-08)
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1.1s7732320:  Glioblastoma(1E-6)
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Capecitabine_sensitivity(5E-8)
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1.rs3743162:  Alzheimer's_disease(9E-6)

ADAMTSL3 LOC642423

EFTUD1P1 GOLGA6L4

LOC100505679

LOC440300

LOC388152
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Cognitive_performance(4E-6)
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combined (P = 3.46e-08)

snp / p/or/ maf /info / directions
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p =5.0e-08
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Bipolar_disorder(2E-10) .combined (P = 3.776-09)
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PGC BIP32b_mds7a.3.chr3
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combined (P = 6.59e-11)

1

© ® N o o~ 0 N

10

.rs1108842 :  Adiponectin_levels(1E-13)
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snp / p/or/ maf /info / directions
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p = 5.0e-08
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PGC BIP32b_mds7a.19.chri19
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