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Supplementary Table 1: Sequences, annealing temperatures (Ta) and GenBank accession numbers of
the primers used for Sparus aurata real-time quantitative PCR.

Gene Sequences Ta(°C)  Accession Number
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Supplementary Table 2: Body weight (BW), body length (BL), condition factor (CF),
hepatosomatic index (HSI), viscerosomatic index (VSI) and ratio of Gh and Igfl plasma levels
along the fasting and refeeding experiment. Data are shown as means = SEM (n=6). Letters
indicate significant differences (p < 0.05) by one-way ANOVA, LSD and Tukey HSD test.

-21 Days Oh 2h 5h 24h 7 Days
BW () 53930 472+3.2 494+19 50,8 +2,3 46,8+ 1,7 54,4+35
BL (cm) 129+027 131+034 131+021 132+024 130018 13,4+0,29
CF 249+0,05 211+0,06 222+0,05 2,23+0,03 214+004 2,27+0,03
(A) (B) (B) (B) (B) (B)
Hs| 127+0,11 058+0,06 058+0,06 068+0,06 0,81+0,08 1,66 £0,1
(B) © © © © (A)
VS| 066+013 036+0,11 064+013 0,37+0,13 0,3+0,09 0,55+ 0,06
(AB) © (A) (AB) (AB) (AB)

0,06 + 0,08 2,97+0,80 3,4+0,23 2,85+1,13 324+1,04 0,89+0,48

[Gh]/[1gf1] (B) A) (A) (A) (A) (AB)

Supplementary information 3 - Western blot full length gels: the six samples of each time
group were evenly distributed in three gels resulting in 2 samples/gel/group. Due to that in each
western blot, different proteins were analyzed, it was necessary to crop the membranes in order
to incubate them with different primary antibodies. Tor (289 kDa MW) and Akt (60 kDa MW)
phosphorylated and total forms, were analyzed in the same western blot by cutting the membranes
in two. The top part was used to blot Tor antibodies and the bottom part for Akt. Phosphorylated
forms were analyzed first and after stripping, the corresponding total forms were determined in
the same membranes. Moreover, Ctsd (33 kDa MW) and Ctsl (23 kDa MW) were analyzed in
cropped membranes of different western blots each along with other proteins that were
unsuccessful (data not shown).



Western blot membranes 1, 2 and 3 top: pTor Western blot membranes 1, 2 and 3 top: Total Tor

Western blot membranes 1, 2 and 3 bottom: pAkt Western blot membranes 1, 2 and 3 bottom: Total Akt

Western blot membranes 4, 5 and 6: Ctsd Western blot membranes 7, 8 and 9: Ctsl



