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Figure S1. Dynamic light scattering analysis of doxorubicin suspended in electroporation buffer 

with pH 5.2 (left) and pH 7.2 (right). Dotted black line represents standard deviation (n=6). Inset 

depicts size as a unit of nm with PDI representing polydispersity index. 

  



 

Figure S2. (A) Fluorescent microscope image depicting stained cellular membrane (green) and 

DOX (red) distribution of DOX@CELVEC. Scale bar, 10 μm. (B) Low (left) and high (right) 

magnification optical microscope images following generation of DOX@CELVEC.  

  



 

Figure S3. (A) Scanning electron and (B) transmission electron micrographs demonstrating J774 

murine macrophage following electroporation to create CELVEC. Scale bars, 5 μm. 

  



Figure S4. (A) Flow cytometric histogram profile depicting control cells and either passive (left) 

or electroporated-mediated (right) loading of DOX. (B) Quantitative analysis of mean fluorescence 

intensity (MFI) or passive and electroporated following normalization to the respective empty 

cells. The data is plotted as the mean ± SEM. * p < 0.05. 

  



Figure S5. Cytotoxic evaluation of on MDA-MB-231 breast cancer cells following 24 h treatment 

with CELVEC or DOX@CELVEC without (left) or with (right) the use of cell culture inserts. The 

data is plotted as the mean ± SEM. * p < 0.05. 

  



 

Figure S6. Individual dot plot graphs of data plotted in Figure 4A. Flow cytometry gates set in 

accordance with CTRL cells. Assessment was performed using FlowJo v X. 

  



 

Figure S7. Western blot analysis of CELVEC and DOX@CELVEC to demonstrate key surface 

protein expression of LFA-1 and Mac-1 following electroporation. 

  



Figure S8. Ex vivo intravital microscopy analysis of lung, liver, and spleen following intravenous 

administration of CELVEC at 0, 4, and 24 h. The data is plotted as the mean ± SEM. 

  



 

Figure S9. Representative histopathological tissue sections of mouse hearts following 24 h 

administration of Free DOX or DOX@CELVEC compared to an untreated control (CTRL) 

section. Scale bar, 50 um. 

 

 


