
Supplementary Table 1  

>5' Flanking sequence chromosome:GRCh38:10:33336263:33338262:-1 

CTTGCATGACACAGTCACTTGACAGAATAACCACTAATAGGCTTATTTT

AAACATTAGTTAATTAAAATTCCAACTTTTAATGTTTTTCCAGTTTCACTTCA

TCTATTCATACATCTCAAAACTAGGTTAGCTCCTACTAAAAATATGGAGCTT

GTATTGCTTTTCTGAAATTTATGGGTTTGATGTTTTCAAAAAACTTGACTAG

ATATGATGCAGTTTGAACTACCAACCCGAATCTCCATATTGCATGAATCTGA

AGTACTTTGAGGGAGTTAGTGGCTCAAATGGCCTTCTGGGAGCAATCGATT

TCATCTATTTCTGACAAAGGGATGAGAGCTTGATGAAAGGAATCGAGCAGT 
TACCATCCAGTCTACTCTTACTGATGGGCCACGGTTCCAATCCGACTCAGGGA
GCCCCAGCTGAAGGCCTTATTTCTGCAGCACCTCCTAAGTGGGAGTCCAGGAA
ACTGGGCTTTGCCCACTCACAGCCTCTGCAGGGCGTTCTGGGGGTGCGGTAG
AGGACTCTTCCCTTCCCTGGAACTGGGTCCTACCAAGTCCAGGGATTTGTTCTA
TCAGGAAGAATAATGTGTTCAAGAGACCAAAATAAAATCAACCCGGGAACAC
TGCCAAATTCTTCCTCTGCCTATCACTTATTCTCGTATAGAGCCGGCCTGTCTCC
ACGCTGGGGAATTGCAAAAATCTAAAACTGACCCCTCTCACCACTTAGTGGAA
TCCAACAGCAAAGGAAAAAGGTTGTTAGCAAGGACAATTTGCTCTGTACCAA
CCCACTGGCCGGCAATTCTCAATCAGTGCGGTAGGGCTCCATTACCCAGCACT
GTGAGTGGAAACTAAGGAGTCTAGAAAAACCTTAGATCAGCTAAGAGCAGA
GAAATCAGAGGCAGAACTTAAATATGACATTTCCTTCTGAGTCCATAGTGCATC
CCTTATTCACTGGTTGGAGAAAGCTGGCAAAAGCGCTCAGCTGGAGGCAGGC
GTTTTCTGTGCGTTGAGGCGCCGGAGGAGCCATTCCCTTCGGGAAAGACAAG
GTCGGGGTGGGGGCAGTCGCTCCGGAGTGCACGATCCGGTGGCTTTATTTGCT
GGCCTGGCGGGTCTAGGCTGGAAAATGCACACTCAGCAGGGAAAGGGGAAG
AGAGATTGGCGGCAGTTTTCTAAAAACAACACAGCTCAAGTCTCCCTCGTGTG
CCCCCTCGCTCACCCCGCCGAGGCTCAGAGCTATCCAAACGGGCGCTCCGGA
GCGAGCGCGGAGGTCGGGTCCCCCCAGGACGCAGGCGGGCCTCCGAGACTC
CAGGCCGCCCCGGCCGCCGCTCCCTCCCGGTTCCCCTTCCCTGTCAACCTGCC
AGGTCCTGAGAGGCGCCTCTCCCTCCGAGCCTGGACCGAGGTCGCTCCGGGT
CACCCTAAATCTGATGATGCCGCTCGCCCGGCGCAGCCGGGGGCTGGGACTGG
CGGGGCTGCACCTGGGGAGGCGGCGACCGCGCGCGGGTAGTAGCCGAGAGC
CCAGGCTGCCTCTGCGGCGCTCACTCCCCCGGGGTCTGCGCTGGGCGCGGTC
GGCGCCCCCGCCTCGCCTCCCGCCTGCCCGCCTGCCCGGGCGCAGGGCTGCC
CATGGCTTCGACAGTGCTCCTTCCGCTCAACTTAGGCATTTAACTCCCAGCCCT
TCGGTGCCCACTTCCCACCCCGCGCCTCCCAGGGGTCCGACAGCTGAGAAGA
AGGAGGAAACTGGCAGAGGAAAGAGGCGCTCGGGGGGGCCGAGTTTCCAAC
TTGGCGACTGGGAATCCCGAGGCGCGTGGGGAGGAGAAGACAGGCTTGACC



CGGGGCAAGAGAGTGGCGAGTGCGGGCTCCGTGGGTGCACCTCCCACTGGCC
CGGGAACGGCCTGCACCCCGAGGGGCGCACGTCACTGCTCCCAGCCCGAGTC
GCGAGCGCGCAGTCCTGGCCTGGGGCCCGCGCGCCTTGGGCTTTCTCCCTGCC
CGCCCCTTTTTCTTCC 
 


