packaging ATPase

cluster PaV1_21 aligned with representative Pitho-, Irido, Marseille-, and Poxviruses
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Thymidylate or Deoxyguanosine kinase

cluster PaV1_15 aligned with nearest Pitho-, Irido, Marseilleviruses

taken from: ftp://ftp.ncbi.nih.gov/pub/yutinn/Loki_Castle NCLDV_2018/PIM_clusters/PIM _afa/pim0066.afa
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RNApB; DNA-dependent RNA polymerase subunit RPB2

cluster PaV1_25 aligned with representative Pitho-, Irido, Marseilleviruses
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