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Supplementary Information 

The whole analysis was performed in all pigeons separately for the two hemispheres to control 

for hemispheric differences. A repeated measures ANOVA with the within subject factors 

hemisphere (left, right) and area (NCL, striatum and arcopallium) and the between subject 

factor group (GO, STOP, CHANGE) revealed that there was no significant difference between 

the hemispheres in all tested brain areas and groups F(1,15) = .344, p = .566, ηp
2 =.022 (see also 

Supplementary Fig. 1). A Bayesian analysis to evaluate the evidence for the null hypothesis 

(i.e. a lack of hemispheric differences) 66 revealed a Bayes factor of 3.45. According to Kass 

and Raftery 67, this provides substantial evidence for the null hypothesis. Therefore, the 

measurements from both hemispheres were pooled together for the further statistical analyses. 

 

Supplementary Fig. 1 Hemisphere Comparison. Comparison of ZENK expression between the left 

and the right hemisphere in NCL, striatum and arcopallium in the GO (light blue), STOP (blue) and 

STOP-CHANGE (dark blue) group. There was no significant difference between the hemispheres in any 

area or group. The error bars represent the standard error of the mean (SEM). 

 


