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Figure S1. Odds ratio values (between 0-1) of pharmacogenomics (PGx) variants of
common frequency (MAF > 0.10) are plotted alongside with the 95% of their
confidence intervals. The PGx variants are colored based on the antipsychotic or

antidepressant drug of the association.



| ®—1s9993696

le rs9713737
49833158
: 15929255
1 (
| °
1 ®, 157968606
i L]
1 e
::\ B 1s760816
rs73478431 ————r3770737
— L
ls73506161 ————8———
Is ¢
| ——
: rs7300380 ® 116879
1
1 1s6689906
1
‘?\rsﬁ443921
5456000
:” M08 o 1$5997786 G
DRU
: . T 1s55945116
155920196 @ ARIPIPRAZOLE
rs4895178 @
:2 178 ® 15082 P ® BUPROPION
889421
[J - @ CITALOPRAM
| &—— 154562622 e
(N @« CLOZAPINE
lstzsass ® CLOZAPINE
Q@ redioezr7 : $500502 e ESCITALOPRAM
% . S ® HALOPERIDOL
V(53749448
S DA e KETAMINE
1
g ors410222 e OLANZAPINE
S 1 @ 13123012
O 1 153018154 @ OXCARBAZEPINE
. |
' _® _rsossaa ® PALIPERIDONE
!
rs2567700 ¢ PERPHENAZINE
[ ]
; 152860471
e . QUETIAPINE
1 _e RISPERIDONE
0704198 5102081152 ®  VENLAFAXINE
19P8557 (51800625 :
0 - 151885572 @ ZIPRASIDONE
’:‘7‘.56‘”_%240
17156 .
| §rS169T803 o
r516=1'7768
: S 151524145
. 1513338060
| -
1412993904 ©
[KJ
1s129{5820 @ rs1287071
1
1
rs12401041 ————
:t 5116493 s "
|/ rs11907319
1
l.o\fs”“’35"'302 rs11127199
rs11£11480
1 ° 1510888501
1 L ]
. 151040994
510865924 °
' ! ' 1 ' 1 1
0 10 20 30 40 50

Odds Ratio (95% CI)

Figure S2. Odds ratio values (between 1-60) of pharmacogenomics (PGx) variants of
common frequency (MAF > 0.10) are plotted alongside with the 95% of their
confidence intervals. The PGx variants are colored based on the antipsychotic or

antidepressant drug of the association.
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Figure S3. Odds ratio values (between 0-1) of pharmacogenomics (PGx) variants of
intermediate frequency (0.05 < MAF < 0.10) are plotted alongside with the 95% of
their confidence intervals. The PGx variants are colored based on the antipsychotic or
antidepressant drug of the association. Abbreviations: Intermediate Freq, intermediate

frequency.
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Figure S4. Odds ratio values (between 1-60) of pharmacogenomics (PGx) variants of
intermediate frequency (0.05 < MAF < 0.10) are plotted alongside with the 95% of

their confidence intervals. The PGx variants are colored based on the antipsychotic or
antidepressant drug of the association. Abbreviations: Intermediate Freq, intermediate

frequency.
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Figure S5. Odds ratio values (between 0-1) of pharmacogenomics (PGx) variants of
low frequency (0.05 < MAF < 0.10) are plotted alongside with the 95% of their
confidence intervals. The PGx variants are colored based on the antipsychotic or

antidepressant drug of the association. Abbreviations: Low Freq, low frequency.
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Figure S6. Odds ratio values (between 1-60) of pharmacogenomics (PGx) variants of
low frequency (0.05 < MAF < 0.10) are plotted alongside with the 95% of their
confidence intervals. The PGx variants are colored based on the antipsychotic or

antidepressant drug of the association. Abbreviations: Low Freq, low frequency.
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Figure S7. Odds ratio values (between 0-1) of pharmacogenomics (PGx) variants of
rare frequency (0.05 < MAF < 0.10) are plotted alongside with the 95% of their
confidence intervals. The PGx variants are colored based on the antipsychotic or

antidepressant drug of the association.



1
rs7§900159
L ]

1
1
L
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
3
1
1 rs41314643
1 -
1 —
'le’ 9130
X 189864513
1}
1
i
1
1
1
1 DRUG
1
$333780 13182377406 BUPROPION
%) 1
[ ! CLOZAPINE
P4 1
% i e CLOZAPINE
o 1 -
8 ! ® ESCITALOPRAM
1
1 PALIPERIDONE
1
! VENLAFAXINE
1 -
1 rs148071215
1
¥
1
1
1
! 143934587
rSW:QBBBBAGS
| L ]
1
1
| ——
514264150
1
¥
1
1
1
1
15157202297
(]
E
1
1
i
i —_
1
1
1
¥
s
D=
i
1
| rs111365
' ! ' ' '
0 20 40 60

Odds Ratio (95% Cl)

Figure S8. Odds ratio values (between 1-60) of pharmacogenomics (PGx) variants of
rare frequency (0.05 < MAF < 0.10) are plotted alongside with the 95% of their
confidence intervals. The PGx variants are colored based on the antipsychotic or

antidepressant drug of the association.
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Figure S9. Odds ratio values (between 0-1) of pharmacogenomics (PGx) variants,
which were not found in 1000Genomes Project, are plotted alongside with the 95% of
their confidence intervals. The PGx variants are colored based on the antipsychotic or
antidepressant drug of the association. Abbreviations: 1000G No MAF, not found in
1000Genomes Project (no MAF was found).
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Figure S10. Odds ratio values (between 1-60) of pharmacogenomics (PGx) variants,
which were not found in 1000Genomes Project, are plotted alongside with the 95% of
their confidence intervals. The PGx variants are colored based on the antipsychotic or
antidepressant drug of the association. Abbreviations: 1000G No MAF, not found in
1000Genomes Project (no MAF was found).



