
Table S1. Root mean square error (RMSE) on white matter before and after 

harmonization by using different methods.  

Methods  Reference: Site 1 Reference: Site 2 

Original 0.0606 0.0606 

Global-wise scaling 0.0646 0.0529 

Voxel-wise scaling 0.0542 0.0479 

ComBat 0.0508 0.0508 

Dual GANs (axial) 0.0470 0.0391 

Dual GANs (sagittal) 0.0540 0.0497 

Dual GANs (coronal) 0.0535 0.0506 

Dual GANs (3D) 0.0408 0.0409 

Note: The values are the medians across subjects. RMSE values after harmonization 

have been averaged over different runs of the sixfold cross-validation. Bold indicates 

the smallest RMSE in the column. Dual GANs (axial), Dual GANs (sagittal), and 

Dual GANs (coronal) indicate the harmonization performed by using dual generative 

adversarial networks with the 2 dimensional kernel on axial slices, sagittal slices, and 

coronal slices, respectively. Dual GANs (3D) indicates the harmonization performed 

by using dual generative adversarial networks with the 3 dimensional kernel. 

  


