S4 Table. A list of proteins identified by LC-MS/MS, in stage 3 of breast cancer tissue

and their details as shown in PEAKS Software.

Cov.

#Pep

#Uniq

Avg.

Protein name Protein ID Accession -10lgP (%) tides e PTM Mass Description
Golgi resident protein
Golgi resident protein Sp|Q9H3P7|GCP Carbamido GCP60 OS=Homo
GCP60 23480 g0 HUMAN S 3 5 methylation  ©%°%%  sapiens GN=ACBD3
PE=1 SV=4
Eukaryotic peptide
Eukaryotic peptide . chain release factor
chain release factor 2730 SPPOZISSERFL 11005 13 5 5 CAMAMO 49031 subunit 1 OS=Homo
subunit 1 - y sapiens GN=ETF1
PE=1 SV=3
Carbamido Nucleoside diphosphate
Nucleoside sp|Q13232|NDK methylation; kinase 3 OS=Homo
diphosphate kinase 3 27153 3 HUMAN e L 2 2 oOxidation %1% sapiens GN=NME3
(M) PE=1 SV=2
Deoxynucleoside
Deoxynucleoside triphosphate
triphosphate sp|Q9Y3Z3|SAM Carbamido triphosphohydrolase
triphosphohydrolase 3436 H1_HUMAN 1121 21 10 10 methylation 72201 SAMHD1 OS=Homo
SAMHD1 sapiens GN=SAMHD1
PE=1 SV=2
Protein SEC13
Protein SEC13 sp|P55735|SEC1 Carbamido homolog OS=Homo
homolog ey 3_HUMAN Loet e g g methylation e sapiens GN=SEC13
PE=1 SV=3
Protein enabled
. tr|AOAOC4DFR6| : _
Protein SEC13 3721 AOAOCADFRS_ 43.91 16 3 3 Carbamlqo 35857 homolog OS_—Homo
homolog HUMAN methylation sapiens GN=ENAH
PE=1 SV=2
Rho GTPase-activating
Protein enabled 92965  SPIQBNBSTENA o/ .4 10 5 5 Carbamido 66510 I 8 9215 2T
homolog H_HUMAN ' methylation Saplens
= GN=ARHGAP1 PE=1
Sv=1
Carbamido lc_(l)znl\tgiﬂci)r%a;)rr](-)tein 2
aRCQngLPaS%tein ) 23329 3@'%9'\39_\'%'*6 12429 15 7 7 ”O“ifg;’t'?g:f’” 50436  OS=Homo sapiens
gp - ™) GN=LEMD2 PE=1
Sv=1
TAR DNA-binding
. . protein 43 (Fragment)
Igoillgi?]?rzn alrll’otein 2 RS g)ZngTJCI\:/IIaz“l\]EM e = g 2 %Z;Earlgﬁgn B R sy
9p - Y GN=TARDBP PE=1
Sv=1
V-type proton ATPase
- tr/AOA087WX29 . subunit E 1 OS=Homo
Tg'feimé'(g'r”;'ggen gy 23455  |AOAOBTWX29_ 8204 18 4 4 rcniiﬁaﬂl?é’n 26743 sapiens
P g HUMAN y GN=ATPBV1E1 PE=1
Sv=1
Carbamido Prefoldin subunit 1
V-type proton ATPase sp|P36543|VATE methylation; OS=Homo sapiens
subunit E 1 R 1 HUMAN AElE2 i E g Oxidation el GN=PFDN1 PE=1
(M) Sv=1
. Coiled-coil domain-
Carbamido containing protein 58
Prefoldin subunit 1 23751  SPIOBO92BIPFDL ) s oy 3 3 methylation; 515 (Fragment) 0S=Homo
_HUMAN Oxidation . =
™) sapiens GN=CCDC58
PE=1SVv=1
DNA-dependent protein
Coiled-coil domain- . kinase catalytic subunit
containing protein 58 23932 tzréHYH%S'aSAF’\iI?CS 87.57 37 4 4 Eziﬁarlglfgn 16385  OS=Homo sapiens
(Fragment) 8 Y GN=PRKDC PE=1
Sv=3
Carbamido Transmembrane
Inhibitor of nuclear S glycoprotein NMB
factor kappa-B kinase- 24189 s;l)JI%T\(/I)XEOHKIP 83.72 12 4 4 gi}gﬁ?g;}on’ 39309  OS=Homo sapiens
interacting protein - GN=GPNMB PE=1
M) Sv=2
DNA-dependent sp|P78527|PRKD Carbamido MOB kinase activator
protein kinase 2l C_HUMAN CR 1z 2 2 methylation HEERE 1A OS=Homo sapiens




catalytic subunit

Transmembrane
glycoprotein NMB

MOB kinase activator
1A

MOB kinase activator
1B

24286

24983

24984

$p|Q14956/GPN
MB_HUMAN

sp|Q9HBSIMOB
1A_HUMAN

splQ7L9L4IMOB
1B_HUMAN

56.1

73.49

73.49

14

18

19

Carbamido
methylation

Carbamido
methylation

Carbamido
methylation;

63923

25080

25091

GN=MOB1A PE=1
Sv=4

MOB kinase activator
1B OS=Homo sapiens
GN=MOB1B PE=1
Sv=3

Golgi resident protein
GCP60 OS=Homo
sapiens GN=ACBD3
PE=1 SV=4
Eukaryotic peptide
chain release factor
subunit 1 OS=Homo
sapiens GN=ETF1
PE=1 SV=3




