
	

Strain Genotype Source 

CAI4 ura3Δ::imm434/ura3Δ::imm434 1 

hog1 ura3Δ::imm434/ura3Δ::imm434, his1Δ::hisG/his1Δ::hisG, arg4Δ::hisG /arg4Δ::hisG, 
hog1Δ::ARG4/ hog1Δ::URA3 2 

pbs2 ura3Δ::imm434/ura3Δ::imm434, his1Δ::hisG/his1Δ::hisG, arg4Δ::hisG /arg4Δ::hisG, pbs2Δ::ARG4/ 
pbs2Δ::URA3 2 

sfl1 his1Δ/his1Δ, leu2Δ/ leu2Δ, arg4Δ/arg4Δ, ura3Δ/ura3Δ::imm434, iro1/iro1Δ::imm434, 
sfl1Δ::HIS1/sfl1Δ::LEU2 3 

rim101 his1Δ/his1Δ, leu2Δ/ leu2Δ, arg4Δ/arg4Δ, ura3Δ/ura3Δ::imm434, iro1/iro1Δ::imm434, 
rim101Δ::HIS1/rim101Δ::LEU2 3 

ptp2ptp3 his1Δ/his1Δ, leu2Δ/ leu2Δ, arg4Δ/arg4Δ, ura3Δ/ura3Δ::imm434, iro1/iro1Δ::imm434, 
ptp3Δ::C.dubliniensis HIS1/ptp3Δ::C.maltosa LEU2, ptp2Δ::URA3/ptp2Δ::ARG41 4 

ptp2ptp3hog1 
his1Δ/his1Δ, leu2Δ/ leu2Δ, arg4Δ/arg4Δ, ura3Δ/ura3Δ::imm434, iro1/iro1Δ::imm434, 
ptp3Δ::C.dubliniensis HIS1/ptp3Δ::C.maltosa LEU2, ptp2Δ::ura3Δ/ptp2Δ::ARG4, hog1Δ::URA3/ 
hog1Δ::FRT 

4 

CAI4 + 
HWP1p-GFP ura3Δ::1 imm434/ura3Δ:1 imm434, HWP1p/HWP1p-GFP-SAT1 this study 

hog1 + 
HWP1p-GFP 

ura3Δ::imm434/ura3Δ::imm434, his1Δ::hisG/his1Δ::hisG, arg4Δ::hisG /arg4Δ::hisG, 
hog1Δ::ARG4/ hog1Δ::URA3, HWP1p/HWP1p-GFP-SAT1 this study 

pbs2 + 
HWP1p-GFP 

ura3Δ::imm434/ura3Δ::imm434, his1Δ::hisG/his1Δ::hisG, arg4Δ::hisG /arg4Δ::hisG, pbs2Δ::ARG4/ 
pbs2Δ::URA3, HWP1p/HWP1p-GFP-SAT1 this study 

sfl1 + 
HWP1p-GFP 

his1Δ/his1Δ, leu2Δ/ leu2Δ, arg4Δ/arg4Δ, ura3Δ/ura3Δ::imm434, iro1/iro1Δ::imm434, 
sfl1Δ::HIS1/sfl1Δ::LEU2, HWP1p/HWP1p-GFP-SAT1 this study 

ptp2ptp3 + 
HWP1p-GFP 

his1Δ/his1Δ, leu2Δ/ leu2Δ, arg4Δ/arg4Δ, ura3Δ/ura3Δ::imm434, iro1/iro1Δ::imm434, 
ptp3Δ::C.dubliniensis HIS1/ptp3Δ::C.maltosa LEU2, ptp2Δ::URA3/ptp2Δ::ARG4, 
HWP1p/HWP1p-GFP-SAT1 

this study 

ptp2ptp3hog+
HWP1p-GFP 

his1Δ/his1Δ, leu2Δ/ leu2Δ, arg4Δ/arg4Δ, ura3Δ/ura3Δ::imm434, iro1/iro1Δ::imm434, 
ptp3Δ::C.dubliniensis HIS1/ptp3Δ::C.maltosa LEU2, ptp2Δ::ura3Δ/ptp2Δ::ARG4, hog1Δ::URA3/ 
hog1Δ::FRT, HWP1p/HWP1p-GFP-SAT1 

this study 

CAI4+MAL2
p-NRG1-MYC ura3Δ::imm434/ura3Δ::imm434, ADE2/ade2Δ::MAL2p-NRG1-13MYC-URA3 4 
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